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Species: Oryza brachyantha
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Gene Model: XP_006657686.1
Description: ObEXLA-04
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/10862?genome assembly 1d=1593936
KEGG: https://www.genome.jp/entry/T02995

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/organism/1941498



https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936
https://www.genome.jp/entry/T02995
https://rice-genome-hub.southgreen.fr/organism/1941498

GENE STRUCTURE

DObEXLA-04
5

L 1 1 L 1 -
Ok kb Ty ik ) kb
Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

100 125 150 178 200 225
P T S T S NS WO T SN A ST S SN SN A NN VT SO N AN TN ST SN SO AN WO ST ST S SO N S N |

Query seq.
superfanilies e
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[+] PLN03023 super family 3362 Expansin-like B1; Provisional 68-257 1.65e-51
SEQUENCES

Peptide

>ObEXLA-04

MEVLLSSSFLLLFLAAAASSSAPCASACERCVRQGKAAYSPSLLSPLPAAAAGGGGG
GCGYGAMAMELNGGFLAAGGPRQHRGGLGCGRCFQMRCRNAEVCSNAGVRVVLT
DFHRSNSTDFLLGGPAFAGLAKPGMAHKLKNLDALPVEYIRIPCDYKDKNLSILVEEQ
SKRPNNLVIKFLYQGGQTDILAVDVAQVGSSDWRFMTRVYGPVWSIDRAPSGPLQFR
AVVTGGYDGKWVWADREVLPASWQPGQVYDTGARIADVARESCLDCATQDWK

CDS (coding sequence)
>0ObEXLA-04

TAAATCAAAGTACATTGCAATTTCCAATTCTCAAATTCCACACATATATGATCAA
ACCCTGTCGGCGCTAGGTTTAGCCCCATAATTCCATCTGACTGATTCCTTGGAAGC
ATGTTGGCCTCCCTTTTCCTCCCCACATTGGGCATACTCCCAAAAAAGCGATGAG
AAAAAAAGCGCATAAAGAGCACAAAACAATTGCATTACCCCACACAACCAACAA
ACACTCCACGCATGTGCCAACTTTCCCCCCAAAAGAATCATCGCAAAACAGTCAC
TGACATTAGCGGCTAACAAATACATTGACGCCGATAAGGGCCCACATGTCAGTGA
CCACGGTGACCGGCTCGTGTGCAGCACCGATTGTGTACGTAGCAAAATAATACTC
TACTCCCACACACCACTCTCACATGAGCCCAAACACAATAAACACGCACACGCAC
TCTCATCGTCTCTCTCTTCCATTTGCTATATATATTGGCACTTAATTAACACAGTG
GCCTAAGCAGAAGCATGTGCTAGCGAGGGAGGGAAAGCAAGGTAGTCTTCCTCT
TCGTCATCATCATCATCGATCATCTCATCAGCTTCATCGCCATGGAAGTGCTCCTC
TCCTCCTCTTTCTTGCTGCTGTTCTTGGCCGCCGCCGCCTCCTCCTCCGCGCCATGC
GCATCTGCGTGCGAGAGGTGCGTGCGCCAGGGGAAGGCTGCCTACTCGCCCTCGC
TGCTCTCCCCTCTCCCTGCAGCTGCTGCTGGTGGTGGAGGAGGAGGATGTGGGTA
TGGGGCCATGGCCATGGAGCTCAATGGGGGATTCCTTGCTGCTGGGGGTCCAAGG
CAGCACAGGGGAGGGCTTGGATGTGGAAGGTGCTTTCAGATGAGATGCAGAAAT
GCAGAGGTGTGCAGTAATGCAGGCGTCCGCGTCGTGCTCACCGACTTTCACAGGA
GCAACAGTACGGACTTCCTGCTCGGTGGGCCCGCTTTTGCGGGCCTGGCCAAGCC
CGGGATGGCCCACAAGTTGAAGAATCTTGATGCTCTGCCAGTAGAGTACATAAGA
ATTCCCTGCGATTACAAGGACAAGAACCTGTCCATATTAGTGGAAGAGCAGAGC
AAAAGGCCAAACAATTTGGTCATCAAGTTCCTTTACCAAGGTGGCCAAACTGATA
TCTTGGCAGTGGATGTTGCTCAGGTTGGATCATCGGATTGGCGGTTCATGACCCG
GGTCTACGGGCCCGTTTGGAGCATTGACCGGGCCCCCAGTGGCCCGCTTCAGTTT



CGGGCCGTGGTGACCGGTGGCTACGACGGGAAGTGGGTCTGGGCCGACCGGGAG
GTCCTTCCTGCCAGCTGGCAGCCTGGCCAGGTGTATGACACCGGTGCCCGGATCG
CTGACGTGGCAAGAGAAAGCTGCCTAGACTGCGCCACACAGGACTGGAAGTGAG
AGCTGGACTGAAAGCGAGAACTGGGCTTCACCTGAGACCTGTCATATCTGGTACT
GCAATGCGAGGACCAGGATATGTAGATACAATCCTCATAGGGTTGGAGAGACAG
CTAGGGCTAGAAGTTGAAAAAAAACACAACACCCCCTTCCCTGTCAAAAACAAG
ATAGATGTTTATGTGGGGGATAGCTGTGATCTCCTGTGTAGCCCTTTGATTTAGTT
TCTTCTTCTTCTTCTTCCCATATGCATGTGTGTTCACTGAACCATGCATATGCACAT
GAGAGATGTGTCATCAGGATATGAAGAGATGATGGGCTCAGGGGAATGTAAACA
AATGTAGCTAGCTACCCCCATACTAATTGCTAGAATAATTAATGAACATAGTTCC
AATGTTTTGTCCTTGGCA

Nucleotide
>ObEXLA-04

TGGCAGAGCTCCTACCTTTATTTAAAAGTAACAAAGGATTAATTACTTACATAGG
CCGTGTTCTTTTCTGAGTAAAGGGGTGTTAGTTATCTGGTATGGAAAACATATTAA
TATATTAGTACATGATTAATTAATCATTCATTATAAAAAATTATAAATTGATTAAT
ACAATTATTAAAACAACTTTCCTACAGATTTTTTTTAAAAGAATACACCATTTAGC
AGTACGAGAAACGTACGAACGGAAAAAGAGGGAATATGGGGATAAGCTACCGG
TAGCCTAACACGGCCATAGTTGGTTCTATCCCTTGAGGACTATTACATACATGTG
GCGTTCATAGAAGAAACAATACCTAGTACCTACAAACAACAGTCCTACACTAGCA
TGTGTTTAGCCCAATGAAGATAACAAGGACCAAGGGAAGGGATCCCACTCTCACT
TGCTAGGTTAGGTGGGCATGTGAACTTTGAATAAGTAGAGACAGACAAACACAC
TCACATGCCAAGGACAAAACATTGGAACTATGTTCATTAATTATTCTAGCAATTA
GTATGGGGGTAGCTAGCTACATTTGTTTACATTCCCCTGAGCCCATCATCTCTTCA
TATCCTGATGACACATCTCTCATGTGCATATGCATGGTTCAGTGAACACACATGC
ATATGGGAAGAAGAAGAAGAAGAAACTAAATCAAAGGGCTACACAGGAGATCA
CAGCTATCCCCCACATAAACATCTATCTTGTTTTTGACAGGGAAGGGGGTGTTGT
GTTTTTTTTCAACTTCTAGCCCTAGCTGTCTCTCCAACCCTATGAGGATTGTATCTA
CATATCCTGGTCCTCGCATTGCAGTACCAGATATGACAGGTCTCAGGTGAAGCCC
AGTTCTCGCTTTCAGTCCAGCTCTCACTTCCAGTCCTGTGTGGCGCAGTCTAGGCA
GCTTTCTCTTGCCACGTCAGCGATCCGGGCACCGGTGTCATACACCTGGCCAGGC
TGCCAGCTGGCAGGAAGGACCTCCCGGTCGGCCCAGACCCACTTCCCGTCGTAGC
CACCGGTCACCACGGCCCGAAACTGAAGCGGGCCACTGGGGGCCCGGTCAATGC
TCCAAACGGGCCCGTAGACCCGGGTCATGAACCGCCAATCCGATGATCCAACCTG
CACGGACCAAGTCCACAATATTCTTGATTAATTAGATCTTATTGTTTGCAATTAAG
ATGCGAAATTTTATTCTCTTCTGATTCTGTTTGATCAAGTCTCTTCACTTTTAATTT
ACCTGAGCAACATCCACTGCCAAGATATCAGTTTGGCCACCTTGGTAAAGGAACT
TGATGACCAAATTGTTTGGCCTTTTGCTCTGCTCTTCCACTAATATGGACAGGTTC
TTGTCCTTGTAATCGCAGGGAATTCTGCAAACGAACAACGGACAAAGATATCAAG
AGGGCTGCAATGTTAACCATTGATTTGTATGTATATATAGGCTTGTTGAAAGTAA
ATTTGTGTCTTTGTCCTGTGAAGCGTTTGGTTTTCAATCTCACTTTTACAAATTTAG
AGATATTTTAGCATTTGGACGAAAGTGCTAATTGTTGACTTGCTGTAAACATCAG
CAAACATGAATTTGCTGCATTTGGAGTTCTTACTTAGTACCTCTATCCCAAAATAA
CACCGTTTTTTACACCTACCACACATACCTATAAAACAAGAGAACAAAATACTCT
TTACTTTATCAAATCACAGTACACTTGTTTCCAACTTTAGATAGTTTTAGTGTGCT



GGTTTTTTACTTTCACAAAATACAATAAATGATTATTAAAAAACATTCATTTTGGA
ATAAATAAGTGGGTGTAAAGATAAATTTATTTTAAAACGGAGGGAGCAGAATTTT
TAATGATAAATAATTATGTATAGCATTCAAGTTTATGAGTAACATGGAGTATGTG
CGTGTTTCAGTTGATTAAATATGTGACATGTATCTATCTAATTTAACATGAAACAC
AAAATTTTGAAATACAATAATTTTCAAAAGAAAACACCAAAAATTTAAATCATTG
GAACCATTTTCTCTTACCATGCTTATGATTTTTTTTAAAAAAAATATTAACTCGCG
CTATCGATATTGTCCCTTCAAGTAACTCCAAGTCTGCCTACCGAAATGACGAACTT
CCACTGCCTTTCCAATACACACAATTTTCCTGAATATTTCACTGGATGTGTTTTAA
AATATTGAATTGCTTAATAACCACGAACAGAAAAAAAATCTCTAAAAAATCAAC
AAATAGTATTTAGTTGTGCCTAAAAATTAACTAGATGTCAACAGATATCACTATA
CCTTATGTACTCTACTGGCAGAGCATCAAGATTCTTCAACTTGTGGGCCATCCCGG
GCTTGGCCAGGCCCGCAAAAGCGGGCCCACCGAGCAGGAAGTCCGTACTGTTGC
TCCTGTGAAAGTCGGTGAGCACGACGCGGACGCCTGCATTACTGCACACCTCTGC
ATTTCTGCATCTCATCTGTTTTTTTTTTATTTCCAAAACAAATAAAAAAAATAATG
GGTGAATAACAAGTATGCAAGGACAAAAACACAAGTGAATTAAATGCCATTTAC
GTAGTAGTACTATGGTTTATCCACTTAAACCAAAGAGGGTGATCAACGAAAAATA
ATTTATAAATAAACTTTTCATATATATATATATATATTCTTTGTAATCTAAAATCG
AAGGCAAAAGACTAAAGAATAAATTATGATAAAAAAACTTAAAATCACCCGTGA
ATTTAAGATTAAAAATTAAAATTTTCTTACAAGCAGAAGCTGAAAAAAATTAGAA
AAAACAAGGGTTTAAAAAAATAAATTTTGTGCCGCAAAGTACTATGAGACAGAT
ATAGGTTATTATAGAACTTCTTTGCACAAAAAGGCTGCATTTAGTAAATAAGTTA
GTAGAAGTAAGCTATCTTTTGGCTTTAGAAGCCCCTTGACACTACTTTTTTCTAAA
GGCTACATCTCACTTTGAATTTTAATTTAATTTTTAAAATTAAACATTTAGGGGAT
TTTTCTTCACCAATTTTGTTGTACAGTCTTAGTTTTCACGATTGCTAACAAATGAC
AAAAAAAAACCTGAAATTATTCTTAGAAACCATATTTATAATTTGGCTTTTCAAG
AAAAAGCAGTCCTACCAAGCACAACCTAAGTATCTTACTAAATGGAAACAATCA
AAATAATCATAATAATAATAATAATAGATGCTCTTGCAATTTATTGATTGATTACT
TCTTCTAGATGAGAGCAAACAGCACCCAAAAATAACCACCCCTATCAAAACTATG
AAGAAAAATATCACTCCCTCCACCAATTCCAAAAACCTAAAACAAAATCTGCAA
ACCTTCCCATCTCAAATCAAGAAAATTAAAAAGAAAACCCACAAGAACTTGAAG
AACCAGCCATGTGAGGAACAAGCAAGAAGGGACACTTTGGTTAAACCAGAAAGG
GACATGAGCCAAAAAAAAAAAAAATCAGAGAAGACACAAGGCCAATTTGGCAC
ACTTTAGCCCCCTGTACCTGAAAGCACCTTCCACATCCAAGCCCTCCCCTGTGCTG
CCTTGGACCCCCAGCAGCAAGGAATCCCCCATTGAGCTCCATGGCCATGGCCCCA
TACCCACATCCTCCTCCTCCACCACCTGATCCTTCACCACCACACAAGAGGAAAA
GAAAACACGAACCCCCAAAGATTAATTCACAACTTGTTCTTGCTGCAGTGCAAGC
CTCGCTCTCAGCTAGATCAAATCACAGATGGATCAACCAGTTCTTGAGGTGCGTG
CTTACCAGCAGCAGCTGCAGGGAGAGGGGAGAGCAGCGAGGGCGAGTAGGCAG
CCTTCCCCTGGCGCACGCACCTCTCGCACGCAGATGCGCATGGCGCGGAGGAGGA
GGCGGCGGCGGCCAAGAACAGCAGCAAGAAAGAGGAGGAGAGGAGCACTTCCA
TGGCGATGAAGCTGATGAGATGATCGATGATGATGATGACGAAGAGGAAGACTA
CCTTGCTTTCCCTCCCTCGCTAGCACATGCTTCTGCTTAGGCCACTGTGTTAATTA
AGTGCCAATATATATAGCAAATGGAAGAGAGAGACGATGAGAGTGCGTGTGCGT
GTTTATTGTGTTTGGGCTCATGTGAGAGTGGTGTGTGGGAGTAGAGTATTATTTTG
CTACGTACACAATCGGTGCTGCACACGAGCCGGTCACCGTGGTCACTGACATGTG
GGCCCTTATCGGCGTCAATGTATTTGTTAGCCGCTAATGTCAGTGACTGTTTTGCG
ATGATTCTTTTGGGGGGAAAGTTGGCACATGCGTGGAGTGTTTGTTGGTTGTGTG




GGGTAATGCAATTGTTTTGTGCTCTTTATGCGCTTTTTTTCTCATCGCTTTTTTGGG
AGTATGCCCAATGTGGGGAGGAAAAGGGAGGCCAACATGCTTCCAAGGAATCAG
TCAGATGGAATTATGGGGCTAAACCTAGCGCCGACAGGGTTTGATCATATATGTG
TGGAATTTGAGAATTGGAAATTGCAATGTACTTTGATTTAATGGTGTTTATGATGT
GAGTGCAACAATGGTGCTGATGAGTGCTGACCTGGGTTTCTATTCTGTATGATTTG
AATGATGAGTAAAATTACATGTGTTTTTTTCTTGTGTGTGCACTTAGATGGTTTTC
AGTTCAGCGTGGCTTTGTGATGAGGTAGATTATTGAGTTTAGTACCATCTTAGTAA
CTGATGATGGAGGAGCACAACAAAACTTCGATGCCAATTCTTCTCTTCGTAAAGT
CTTCCCTGCATCTCTCCATTGCATGCCCTCGTCATCTTTATACCATCACGTTGCTAC
AAAAGCATCCAGCTCCACCCATCGTATACGCCATCGCAACTGAGATCCTCTACAG
TACTGCTCTTGCAGATAGGTGAGTCCCAGACGCCCACGCCATCGACTGCTAGTGA
TTTTGTCGTAGTTTCATGCTAGTACGTCATAGACAGTGCTCATCTATTAAATACTT
ATAATTATTATATTTGGTAATGAAATATGTTGTTGGCC





