
IDENTIFICATION 

Species: Linum usitatissimum 

Locus: Lus10030931 

Gene Model: Lus10030931 

Description: LusEXLB-03 

Family: Expansin Like Beta 

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0  

KEGG: https://www.genome.jp/entry/D12016  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>LusEXLB-03 

MALSSIQSLVCLLAVVLFMRNLQTHAATCKDCFIHSRAAHYPNSDEQGTENGACGFG

TFGATLNGGDVSAASELYRNGLGCGACYQVRCTNSNYCSDKGVNIVITDQGSSDNT

DFILSRRAFGGMAQTKDAAASILALGIVDIEYRRVSCYHPYKNITIKIDENSNYPYYLA

FVIRYQQGEKDITAVQLCETQNFKCKLLERSYGAVWTTTSPPSGPLSLRMLFSDDDG

DESWVVPVNNIPSDWKAGETYDTGVQVDV* 

CDS (coding sequence) 

>LusEXLB-03 

ATGGCTCTCTCCTCCATTCAATCCCTCGTCTGCCTACTTGCAGTTGTGCTGTTCATG

CGGAACCTGCAGACACATGCAGCAACATGCAAAGACTGTTTCATTCACTCTCGAG

CTGCCCACTACCCGAATTCTGATGAACAAGGAACAGAGAATGGCGCCTGCGGATT

TGGTACATTTGGGGCAACTTTAAACGGTGGAGATGTATCAGCTGCTTCGGAGCTC

TATCGTAATGGTCTTGGATGTGGTGCTTGCTATCAGGTGAGATGCACCAATAGCA

ACTATTGCTCAGACAAAGGAGTAAACATCGTTATAACTGACCAAGGTTCGAGTGA

TAACACCGACTTCATTCTCAGCAGACGGGCCTTCGGTGGAATGGCTCAGACCAAG

GATGCAGCTGCCTCGATACTAGCCCTTGGAATCGTCGACATCGAATATAGACGTG

TTTCATGCTACCATCCATACAAGAATATAACGATCAAGATTGACGAGAACAGCAA

CTACCCGTATTACCTTGCTTTTGTCATACGGTACCAACAAGGGGAAAAGGATATT

ACTGCCGTTCAGCTCTGTGAGACACAAAACTTTAAATGCAAGCTTCTGGAGAGGA

GCTACGGAGCTGTGTGGACTACTACCTCCCCTCCCAGTGGCCCACTGTCCCTAAG

GATGTTATTCAGCGATGATGATGGAGACGAGTCATGGGTTGTTCCTGTTAACAAT

ATACCTAGTGACTGGAAAGCAGGAGAAACATATGACACGGGAGTACAAGTTGAT

GTTTAG 

Nucleotide 

>LusEXLB-03 

ATGGCTCTCTCCTCCATTCAATCCCTCGTCTGCCTACTTGCAGTTGTGCTGTTCATG

CGGAACCTGCAGACACATGCAGCAACATGCAAAGACTGTTTCATTCACTCTCGAG

CTGCCCACTACCCGAATTCTGATGAACAAGGAACAGAGAGTAAGACACCATTCCC

GTGTAAAAGATATAAGAAATGGTTTGGTCTGATATTTACCATCTTGCTAAACGAA

TTTCATTGTTGTTCTATTGAATTTCAGATGGCGCCTGCGGATTTGGTACATTTGGG



GCAACTTTAAACGGTGGAGATGTATCAGCTGCTTCGGAGCTCTATCGTAATGGTC

TTGGATGTGGTGCTTGCTATCAGGTAACTATCACCAATCTTGTTCATATGCCTCGG

GTTGTTCAGTATTCCTGAAAGTCAACAATAACAATAACAAGGTTTCAACAGGTGA

GATGCACCAATAGCAACTATTGCTCAGACAAAGGAGTAAACATCGTTATAACTGA

CCAAGGTTCGAGTGATAACACCGACTTCATTCTCAGCAGACGGGCCTTCGGTGGA

ATGGCTCAGACCAAGGATGCAGCTGCCTCGATACTAGCCCTTGGAATCGTCGACA

TCGAATATAGACGGTGAGATTACCTATTTTTAGATTACCATGCAAATATCCAGTCT

AAGAAAATGAACTAACTAGGATCACACCCTCAAGCTATCTAATAGAAATACAAA

GGGGATAATGTTCTTAGACCCAACACACCTTCTATATGTAAAACCAATACCAATT

TCCTGGATAATCTTTAGAAAGTATTGCAGTCACTCAGCAAAAGAAGCAAAATTCT

ACACTTTGTTATGTTTGAAACTGCAAGCACTAGGTTAACCTTTCTTCCTCGCATGC

AGTGTTTCATGCTACCATCCATACAAGAATATAACGATCAAGATTGACGAGAACA

GCAACTACCCGTATTACCTTGCTTTTGTCATACGGTACCAACAAGGGGAAAAGGA

TATTACTGCCGTTCAGCTCTGTGAGGTAATATGCAAATCCCCGTATTATATTTCTC

CTTAATGCCTTTCAATCCCATACCTAACTGTTCCTGTTGATGACTGCCAAGACTGC

CAAGCATGCATAGTTAAATCAACTGGAAAAAAAAATACTAAAAATACCACAACT

TGTAAGTGGCCTTGCAATATCTATCCAGGAGTAGACTTACCTTTTTGCATGTGCAG

ACACAAAACTTTAAATGCAAGCTTCTGGAGAGGAGCTACGGAGCTGTGTGGACT

ACTACCTCCCCTCCCAGTGGCCCACTGTCCCTAAGGATGTTATTCAGCGATGATG

ATGGAGACGAGTCATGGGTTGTTCCTGTTAACAATATACCTAGTGACTGGAAAGC

AGGAGAAACATATGACACGGGAGTACAAGTTGATGTTTAG 




