
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.1554s0001 

Gene Model: Kalax.1554s0001.1.p 

Description: KlEXPA-58 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPA-58 

MDVSTRPPLFIIACLTLLFSVVSISQARVPGVYSGGPWQRAHATFYGENDASGTMGG

ACGYGNLYDSGYGLNTAALSTVLFNDGFSCGACFEIKCVNEPKWAWCFPGSPSIFITA

TNLCPPNWSIPSDNGGWCNPPRPHFDLSVPMFTKLAQYKAGIVPINYRRVPCKKQGG

MRFTMNGNPWFNIVLITNVAGAGNILSVSIKGSNTGWIKMQKNWGQNWQCGVTLV

GQSVSFRVKTSDHRTSTTLNAVPANWQFGQSFTGRNFKI* 

CDS (coding sequence) 

>KlEXPA-58 

ATGGATGTCAGCACTAGACCTCCTCTCTTTATTATTGCATGTCTGACGCTGCTATT

TTCAGTAGTGTCCATCTCCCAAGCCAGAGTACCCGGCGTCTACAGCGGCGGCCCC

TGGCAGAGAGCCCACGCCACTTTCTACGGCGAGAACGACGCCAGTGGAACCATG

GGAGGAGCGTGTGGCTACGGGAACCTGTACGACAGCGGGTACGGCCTGAACACG

GCTGCACTGAGCACGGTCTTGTTCAACGACGGCTTCAGCTGCGGCGCTTGCTTTG

AGATCAAGTGTGTCAACGAGCCTAAGTGGGCGTGGTGCTTCCCAGGAAGTCCTTC

CATCTTCATCACAGCCACCAACCTCTGCCCCCCCAACTGGTCCATCCCCAGCGAC

AACGGCGGCTGGTGCAACCCTCCACGCCCCCACTTCGACCTCTCCGTGCCCATGT

TCACCAAACTCGCCCAGTACAAAGCCGGCATTGTCCCCATCAACTACCGCCGGGT

GCCTTGCAAGAAGCAGGGAGGAATGAGGTTCACGATGAACGGCAACCCGTGGTT

CAACATCGTACTGATAACCAACGTGGCCGGCGCAGGGAACATACTCAGCGTGAG

CATCAAGGGATCCAACACTGGGTGGATCAAGATGCAGAAGAACTGGGGGCAGAA

CTGGCAATGTGGTGTAACTCTAGTAGGACAGTCGGTCTCCTTCAGAGTGAAAACC

AGTGACCACAGGACCTCCACTACTTTGAATGCCGTGCCCGCTAACTGGCAGTTCG

GCCAGTCATTCACCGGAAGGAACTTCAAGATCTGA 

Nucleotide 

>KlEXPA-58 

ATGGATGTCAGCACTAGACCTCCTCTCTTTATTATTGCATGTCTGACGCTGCTATT

TTCAGTAGTGTCCATCTCCCAAGCCAGAGTACCCGGCGTCTACAGCGGCGGCCCC

TGGCAGAGAGCCCACGCCACTTTCTACGGCGAGAACGACGCCAGTGGAACCATG

GGTACCACCTCATCCATTATCACTCAATCATCAAATCCATTTTTTGTTTTGGTTTTT

TGAATTTTGGTTGCACCAGGAGGAGCGTGTGGCTACGGGAACCTGTACGACAGCG



GGTACGGCCTGAACACGGCTGCACTGAGCACGGTCTTGTTCAACGACGGCTTCAG

CTGCGGCGCTTGCTTTGAGATCAAGTGTGTCAACGAGCCTAAGTGGGCGTGGTGC

TTCCCAGGAAGTCCTTCCATCTTCATCACAGCCACCAACCTCTGCCCCCCCAACTG

GTCCATCCCCAGCGACAACGGCGGCTGGTGCAACCCTCCACGCCCCCACTTCGAC

CTCTCCGTGCCCATGTTCACCAAACTCGCCCAGTACAAAGCCGGCATTGTCCCCA

TCAACTACCGCCGGTAATACCTTCCCTCTTCTCCGTGCTCTACTTTCAACCAAATG

AGTATTTAGCCCTCGGTCACAAAACCATACCCAAAGCGACAACTCAATAGTAAAT

TCTTAGTAAATCGTTTTTTAAGTGTTGGGATTCACATTTGTGTATTTGTGGACGTT

AATATTTCAGCGTCAATAGGGACATGGAGGTAATTTGACATCATAAAGGAGAAG

TACGTAGCGACCGTCCGTCGGTGCTTTCAGCATTTTGCATTTTGTAATTGTATCAC

TTAGATCTGCATCATCATCACTCCTGCTAAATATTTTATTTGTTTTCCAACTGTTGT

GGGCTGCAGGGTGCCTTGCAAGAAGCAGGGAGGAATGAGGTTCACGATGAACGG

CAACCCGTGGTTCAACATCGTACTGATAACCAACGTGGCCGGCGCAGGGAACAT

ACTCAGCGTGAGCATCAAGGGATCCAACACTGGGTGGATCAAGATGCAGAAGAA

CTGGGGGCAGAACTGGCAATGTGGTGTAACTCTAGTAGGACAGTCGGTCTCCTTC

AGAGTGAAAACCAGTGACCACAGGACCTCCACTACTTTGAATGCCGTGCCCGCTA

ACTGGCAGTTCGGCCAGTCATTCACCGGAAGGAACTTCAAGATCTGA 




