IDENTIFICATION

Species: Setaria italica

Locus: Seita.7G190800

Gene Model: Seita.7G190800.1.p
Description: SitEXPB-14
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818

EXTERNAL RESOURCES
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DOMAIN ARCHITECTURE
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specific hits e Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 66-189 8.91e-74
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and Pill from Lolium perenne. 197-275 9.01e-33

MASTTSRRPSALRFAVVAAASVILSLVASPVSCDDGAPEPMVDHSRQRNDTASRRNL
WAPARGYGWSYGGATWYGSPYGAGSDGGACGYQGAVSQRPFKSMIAAGGPSLFKN
GQGCGACYQIKCTGNRACSGRPVIVTITDSCPGGACLAESTHFDMSGTAFGAMANHG
MADRLRSAGILKIQYKRVPCKYSGMAITFKVDAGSNPYYLAVLIMYVSGEGDISKVD
IMQAGCNSWTPMQQSWGAVWRVNSNNGQPLRAPFSVRITSGSGKVLVARNAIPAR
WGAGATYRSTVNYGY*

CDS (coding sequence)
>SItEXPB-14

ATGGCCAGTACTACTAGTCGTCGTCCAAGCGCACTCCGGTTTGCCGTGGTCGCCG
CGGCCTCAGTGATCCTATCGCTTGTTGCGAGCCCCGTCTCCTGCGACGACGGCGC
TCCCGAGCCCATGGTTGATCACTCGCGGCAGCGGAACGACACCGCCAGCAGGAG
GAACCTCTGGGCGCCGGCCCGCGGCTACGGCTGGTCCTACGGCGGCGCGACGTG
GTACGGCAGCCCCTATGGCGCCGGCAGCGACGGTGGCGCGTGCGGTTACCAAGG
CGCCGTCAGCCAGCGCCCGTTCAAGTCGATGATCGCCGCCGGCGGGLCCTTCCCTC
TTCAAGAACGGCCAAGGATGCGGCGCATGCTATCAGATTAAGTGCACCGGCAAC
AGAGCCTGCTCCGGCCGTCCAGTGATCGTCACCATCACCGACTCCTGCCCCGGCLG
GTGCCTGCCTCGCCGAGTCGACGCACTTCGACATGAGCGGCACGGCCTTCGGCGC
CATGGCCAACCACGGCATGGCCGACCGCCTCCGCTCCGCCGGAATCCTCAAGATA
CAATACAAAAGGGTGCCTTGCAAGTACAGCGGCATGGCCATCACCTTCAAGGTG
GACGCGGGCTCCAACCCCTACTACCTCGCCGTGCTCATCATGTACGTGAGCGGCG
AGGGTGACATCTCCAAGGTGGACATCATGCAGGCCGGCTGCAACTCGTGGACGC
CGATGCAGCAGTCGTGGGGCGCCGTCTGGCGCGTCAACTCAAACAACGGCCAGC
CGCTGCGCGCGCCCTTCTCCGTCCGCATCACCTCGGGCTCCGGCAAGGTGCTCGT
CGCCAGGAACGCCATCCCCGCCAGGTGGGGCGCCGGGGCGACCTACAGGTCCAC
GGTGAACTACGGCTACTGA

Nucleotide

>SitEXPB-14



AGCTGACCTCGCAAGTCCCGGCTTCTCTCGATCAAGCCGTAGCCCCGGCTTCTCTC
GATCCATATCGCCGATCAAGCAGGAGACGCTCGATCAATGGCCAGTACTACTAGT
CGTCGTCCAAGCGCACTCCGGTTTGCCGTGGTCGCCGCGGCCTCAGTGATCCTAT
CGCTTGTTGCGAGCCCCGTCTCCTGCGACGACGGCGCTCCCGAGCCCATGGTTGA
TCACTCGCGGCAGCGGAACGACACCGCCAGCAGGAGGAACCTCTGGGLCGLCCGGL
CCGCGGCTACGGCTGGTCCTACGGCGGCGCGACGTGGTACGGCAGCCCCTATGGC
GCCGGCAGCGACGGTGAGATTTTTGTTACCACCAAGCATACATATGTTCCGCGAT
GCATTGGACTTGGACGATTTGGGCAAAACATATGGATTCAGGACGGCCTTCATTT
CGTTAGTAACCTGTTCGTTCCGATTGGTGCAGGTGGCGCGTGCGGTTACCAAGGC
GCCGTCAGCCAGCGCCCGTTCAAGTCGATGATCGCCGCCGGCGGGCCTTCCCTCT
TCAAGAACGGCCAAGGATGCGGCGCATGCTATCAGGTCAGCATATCCCTGTCGGC
ACTACACGATTATACTGGATTGGAGTTTTTTTTTCGTGTCTACTACCATCAAAGTG
CGAAGTTACGTGTAATTGTTCCCCTGACTGGCTGACTAAAAGTAAATAAATGTGC
AGATTAAGTGCACCGGCAACAGAGCCTGCTCCGGCCGTCCAGTGATCGTCACCAT
CACCGACTCCTGCCCCGGCGGTGCCTGCCTCGCCGAGTCGACGCACTTCGACATG
AGCGGCACGGCCTTCGGCGCCATGGCCAACCACGGCATGGCCGACCGLCTCCGCT
CCGCCGGAATCCTCAAGATACAATACAAAAGGTGCCATTTCGTTTTAACTGACAG
TAATTCTAGTGAACTTATTTATGCACAACACGACTAGTGATGTACTGAAGGTGCG
GCGTGGCATTGTCTTTGCATTGTGCAGGGTGCCTTGCAAGTACAGCGGCATGGCC
ATCACCTTCAAGGTGGACGCGGGCTCCAACCCCTACTACCTCGCCGTGCTCATCA
TGTACGTGAGCGGCGAGGGTGACATCTCCAAGGTGGACATCATGCAGGCCGGCT
GCAACTCGTGGACGCCGATGCAGCAGTCGTGGGGCGCCGTCTGGCGCGTCAACTC
AAACAACGGCCAGCCGCTGCGCGCGCCCTTCTCCGTCCGCATCACCTCGGGCTCC
GGCAAGGTGCTCGTCGCCAGGAACGCCATCCCCGCCAGGTGGGGLCGLCCGGGGLCE
ACCTACAGGTCCACGGTGAACTACGGCTACTGAGGCGGTGTGACCGGCCGGGTA
GGAGTGTTCCAAGTTTAGTGCCCCCATTTGCGATGTCTTGCCTAGTCAGTCGTGGA
ATGAGTTTAGTATGTGCGTCCGGGAAACGCGAGAGGCCGCGTTAGAAGAGGAGG
TTTGGTATGTGTACGTGTTCTTCCCTCCACGGCCCAGTTGTTGGACCTGTGTGTTT
CCCTAGTGATGTTCCGGTGTCTCCAGTGCAGGAACTGCAGAACTGGAGTTGCAGC
ACTATCAAATGTGTGCTGATGCACCAAAGTATTAAGAGTTATCTCCTATCTTTCGT
TTAGAACAAAGATATGGCAATACAGAGTGTTAAGTGCTTGTG



