IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.1472s0006

Gene Model: Kalax.1472s0006.1.p
Description: KIEXPA-57

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-
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DOMAIN ARCHITECTURE

i7s 200 225 250 215

Query seq.
Superfanilies PLNOQOQOS0O

+ Name Accession Description Interval E-value
[+] PLNDOOS0 super family cl31535 expansin A; Provisiona 53-274 5.68e-46
SEQUENCES

Peptide

>KIEXPA-57

MLHKSHLLPVPSYSKQPQNIMACPQPVFLFLLLAVVLSLAASFTTVSCQDGDWDSAN
ATSTFNGQDLAGCGFENQTEYKGMTVAVSAAMYENGKTCGACFEIRCNGSSACLPK
TIQVTAAKSCAASYFNGTRNWCQEPRKHFELPTSIFSSISNDEGAVVPVQFRRVTCDR
QGGLRFRLLGSGETVGVMVYNVGGTGEVVDVKMKGDSSAAAASGWVEMINGDDQ
RWVTADRMSSLSGQSLSFRVTSSNGTVIECMNVAPKDWKFGESYEGDQF*

CDS (coding sequence)
>KIEXPA-57

ATGCTTCACAAATCACATCTGCTTCCAGTTCCATCATATTCCAAACAACCCCAGA
ATATAATGGCTTGCCCCCAACCAGTTTTCCTTTTCCTATTGTTGGCTGTTGTACTCT
CTCTTGCTGCATCTTTCACCACCGTCTCATGTCAGGACGGTGACTGGGATTCAGCC
AATGCAACTTCCACCTTCAACGGCCAAGACTTGGCAGGTTGCGGTTTCGAGAATC
AGACCGAGTACAAAGGCATGACGGTGGCGGTCAGCGCAGCTATGTACGAAAACG
GGAAAACATGCGGGGCTTGCTTCGAGATAAGATGCAACGGCAGCTCAGCCTGCC
TGCCCAAAACCATCCAAGTGACCGCAGCCAAATCCTGCGCAGCCAGCTACTTCAA
CGGCACACGGAACTGGTGTCAAGAACCCCGCAAGCACTTCGAGCTCCCCACCTCC
ATCTTCTCATCCATCTCCAACGATGAAGGGGCGGTTGTGCCGGTTCAGTTCAGGA
GAGTGACTTGTGACAGACAAGGGGGCTTGCGGTTCAGGCTGTTGGGCAGCGGTG
AGACTGTGGGAGTGATGGTGTATAATGTGGGTGGGACTGGGGAGGTTGTGGATG
TGAAGATGAAAGGGGATTCGTCAGCGGCGGCGGCGAGCGGGTGGGTGGAGATGA
TAAACGGGGATGATCAGCGATGGGTCACTGCAGACAGGATGTCATCGCTGTCTGG
GCAAAGCCTGTCGTTTCGAGTCACCTCAAGCAATGGGACAGTGATTGAGTGTATG
AATGTTGCACCTAAAGACTGGAAATTTGGAGAATCTTATGAAGGAGATCAATTCT
AG

Nucleotide
>SKIEXPA-57

AAAGTGCTGCTGCTTGACCAACCCACCAAAAACAAAATAGGTTGGAAATAAACA

CCAGTTGACATCATGAGGCAATCAAAGTTGACAAAATTTAATCCCAATCACACGC
ACCTTCACACCTGAAATCTGTAAAACCCATAACTAGACACGCTATAAATAGAATA
CATAAATGCTTCACAAATCACATCTGCTTCCAGTTCCATCATATTCCAAACAACCC



CAGAATATAATGGCTTGCCCCCAACCAGTTTTCCTTTTCCTATTGTTGGCTGTTGT
ACTCTCTCTTGCTGCATCTTTCACCACCGTCTCATGTCAGGACGGTGACTGGGATT
CAGCCAATGCAACTTCCACCTTCAACGGCCAAGGTGCATGCATATGCATAACTAC
TTTGGTATTAATACTATTTATCATGCTAAAAGTTGTGTTTAGTTAAAAATGGGTTT
TTTTGTACGTTGGGAAAATTTCAACAGACTTGGCAGGTTGCGGTTTCGAGAATCA
GACCGAGTACAAAGGCATGACGGTGGCGGTCAGCGCAGCTATGTACGAAAACGG
GAAAACATGCGGGGCTTGCTTCGAGATAAGATGCAACGGCAGCTCAGCCTGCCT
GCCCAAAACCATCCAAGTGACCGCAGCCAAATCCTGCGCAGCCAGCTACTTCAAC
GGCACACGGAACTGGTGTCAAGAACCCCGCAAGCACTTCGAGCTCCCCACCTCCA
TCTTCTCATCCATCTCCAACGATGAAGGGGCGGTTGTGCCGGTTCAGTTCAGGAG
AGTGACTTGTGACAGACAAGGGGGCTTGCGGTTCAGGCTGTTGGGCAGCGGTGA
GACTGTGGGAGTGATGGTGTATAATGTGGGTGGGACTGGGGAGGTTGTGGATGT
GAAGATGAAAGGGGATTCGTCAGCGGCGGCGGCGAGCGGGTGGGTGGAGATGAT
AAACGGGGATGATCAGCGATGGGTCACTGCAGACAGGATGTCATCGCTGTCTGG
GCAAAGCCTGTCGTTTCGAGTCACCTCAAGCAATGGGACAGTGATTGAGTGTATG
AATGTTGCACCTAAAGACTGGAAATTTGGAGAATCTTATGAAGGAGATCAATTCT
AGTCGACTTTCAGCAGCAACAAACTGAAGCAGTTTTTTTCATTTTTCTTATCTCAC
CTCACAAATAACTTGTCTTTTGAGACGACTCTTATGTTTCATTTTCACCATTTTCCT
TTTTTTTCTTCCTCAATAAAAATATTAAAGATGATATTATTGTTCTGACAATACGA
ATGATTATGAAGATCAGACTTACTCCCCCTGTCCTCTTTTACATGTCACTTAACCG
AAATTATTTGTCCATTTTTACTTGTCACTCAACAATTCCAACGCACATTTAATTCT
CATAATTTTCTTAAAAGTCAAACATTAATTATAAACTTTTATCTTTTCAACAACAA
TTCAAACACTCACAAATCCTCATCTTTTTTCCTACCAATCTTGACATCATATTTTCC
TGCCTACTTTTTTTCAGCATCATATTTATTGCTTCTTCTAGTCCAAGTTACACATCC
AATGATATCTGCCTATCTACATTAATTTAGATCCAAGATAAAAAAGAAATAAAGA
TTGCAGTAAAAGTCCAAAGAGAGCAGATAAAGGATTTTTCTGCTTGGGGAGCCTA
GAAATTCAACTGGGACTCTAAAATCCTTCCGCCAATCCAACATGGAAAAAATAAA
AATGCTCTATTTGACTGACAATGTCTTTCAATGAATAGAGTAGCTTTCAAGGCGTT
GAAATATATCCACAGACACGCCATAGAAAATATAAAAAAGGAAAAATCTGGTCG
CATAACTACAGATCACGCGCTCACAGACAGCAGCTACCTTCTAAGGGTGCCAAGA
ACTTGAGAAGCTCACGAAGCTTCCTGCAGCTGTTTTTCCTGTGAGACAGAATGAT
GAAAGTGCTAGTCTAGGTAATCAAACCTGGTAAACAATGGAGTTCTGACACATGA
GTATTTGTGAGTTGGGCATCTGTCGTCTCAAACAGATAGCAAGCACTTCACATTG
CCAGCGTAGGCTTGGCTTTTGATCAAATACTAACTAGGGGCTTACGATTTCTCGAT
GCACACTGTGAACTTAGACACGTTGAAAACATCCCGTGCCTCTACTGTGCATTAT
GCTACAGTAATGAATGGTGGCACGAGCATTGAGTATTTGGGGTTCTTTAGCCAGT
ATTCATTTCTTCCATCTCTTCATTTTTCGCCAGCTCTGCTGCTCATGTAAAAATACA
CATCACACCCAATCTCCCTGAGCATTCGGCACCACATACTTATCAGGCCACATCC
CACGCCCTCATCATCAACCCCACACCCAAAACAAAACATCCCAATTCCATGCCCA
ACAAAACCACCCGATCATCGCAAGCATAACTCTGTATCCTTCTCAGACATTCCCT
CAAACATCTTCCGTGCATCCCCTAACAAATCCCCATTCATTCCTGTAACACATCAC
AACAAACCTATTCCCAGACAAACTGTCACTCCCTAAACGCTAAACCCAAACCCAA
CAGTCATCTTCGAGCTCCGAAACATTGACGCTGCACGTACGTACATGAAAAAGTC
TCCGCCTTTGAGGTTTCTGAAGACCACGAGTCTTGAACATAATGTACACTTGCAC
CCTGAACCGATCCCCTGCTGTATTGTTTTAGGTTCATCCAACGCTGTCGTTTTTGT
CAAACCAAGTGTGATATACGGTCC






