IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0006s0117

Gene Model: Kalax.0006s0117.1.p
Description: KIEXPA-04

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1

GENE STRUCTURE

KIEXPA-04
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Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

Query seq.
Superfanilies PLNO0OOS0

-+ Name Accession Description Interval E-value
[+ PLN00050 super family cl31535 expansin A; Provisional 28-255 5.02e-119
SEQUENCES

Peptide

>KIEXPA-04

MSLLTLVAALCLLLPPSAHARIPGVYSGGAWQTAHATFYGGSDASGTMGGACGYGN
LYSQGYGVNTAALSTALFNNGQSCGSCFELKCANEPQWCHSGSPSIFITATNFCPPNF
AQPSDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVSYRRVPCRKKGGIRFTINGFR
YFNLVLITNVAGAGDIVKASVKGTKTGWMSMSRNWGQNWQSNAVLVGQALSFRVT
GSDRRTSTSWNIVPAHWQFGQTFIGKNFRV*

CDS (coding sequence)
>KIEXPA-04

ATGTCTCTCCTCACTTTGGTCGCCGCTCTCTGCCTCCTCCTCCCCCCCTCCGCCCAC
GCGCGCATCCCCGGTGTCTACTCTGGCGGCGCTTGGCAGACCGCCCACGCCACCT
TCTACGGCGGCAGTGATGCCTCTGGCACCATGGGAGGTGCTTGTGGATATGGGAA
TTTGTACAGCCAGGGCTACGGAGTGAACACGGCCGCGCTCAGCACAGCGCTGTTC
AACAACGGTCAGAGCTGCGGCTCCTGCTTCGAGCTCAAATGCGCTAATGAACCGC
AATGGTGCCACTCTGGCTCCCCATCCATCTTCATCACTGCTACTAACTTCTGTCCA
CCTAACTTCGCTCAACCCAGCGACAACGGCGGATGGTGCAACCCTCCCAGGCCTC
ATTTCGACCTCGCCATGCCCATGTTTCTCAAGATCGCTGAGTACCGCGCTGGAATC
GTCCCCGTTTCTTACCGCCGCGTGCCATGCCGAAAGAAGGGAGGAATCAGATTCA
CGATCAACGGCTTTCGGTACTTCAACCTGGTCCTAATCACCAACGTGGCCGGCGC
CGGAGACATAGTGAAGGCCAGCGTGAAGGGGACCAAGACTGGGTGGATGAGCAT
GAGCCGTAACTGGGGTCAGAACTGGCAGTCAAACGCGGTACTGGTGGGTCAGGC
ACTTTCATTCAGAGTCACCGGCAGCGACCGCCGCACCTCCACCTCGTGGAACATC
GTGCCCGCTCACTGGCAGTTCGGGCAGACATTCATCGGAAAGAATTTCAGAGTCT
GA

Nucleotide
>KIEXPA-04

TTAATTTCACTAGACAGTCCATCTCCAATCCCCTTCCATAAATACCCTCAACACTG
TCACTCCCTCCATCACAATTCCACCCCCAAGCTCACACCTTTTCACACCCATCATC
ATCTCTTCTCCAATGTCTCTCCTCACTTTGGTCGCCGCTCTCTGCCTCCTCCTCCCC
CCCTCCGCCCACGCGCGCATCCCCGGTGTCTACTCTGGCGGCGCTTGGCAGACCG
CCCACGCCACCTTCTACGGCGGCAGTGATGCCTCTGGCACCATGGGTACGTATCT



ACATATGCATAAATGTGATAAGAGAAATACTTGAGAGGGATTGTGTCAGTTTAGT
AATTGAACAGTGTGCACGTACTACAGGAGGTGCTTGTGGATATGGGAATTTGTAC
AGCCAGGGCTACGGAGTGAACACGGCCGCGCTCAGCACAGCGCTGTTCAACAAC
GGTCAGAGCTGCGGCTCCTGCTTCGAGCTCAAATGCGCTAATGAACCGCAATGGT
GCCACTCTGGCTCCCCATCCATCTTCATCACTGCTACTAACTTCTGTCCACCTAAC
TTCGCTCAACCCAGCGACAACGGCGGATGGTGCAACCCTCCCAGGCCTCATTTCG
ACCTCGCCATGCCCATGTTTCTCAAGATCGCTGAGTACCGCGCTGGAATCGTCCC
CGTTTCTTACCGCCGGTATGGCCCCCCTCTCTGTTTTCTCGCTGCTCTGTTTTCAGT
TGATGTTCTTACTCCGTTCAGATTTAGGATTCCAATACGGTGACGTTTAGTCTTAG
TGTTGCTGAGTCACACGCGCTACTTCAGTAAAGTTAGGCTGAGAATGGTTATCTC
GGAATTTTACTTTTCTTAAAGTACATTATTTTTTTTAAAGAATTTAGTGCAGAATA
TTACGGATTTTTAATGTTAAAATATTAGTAGGTTGCGGGAAATCTGACATTTGTTT
CAAAATAAATTATCTAAATCAGCAATGAGATTTCATTAAAGTGCTTGTCATTCAA
TTTTTTTAGTTAAATAAAAATTAACCTGAACTACAAAAAAAATTTAAAAAGATTC
AATCGATCATGTGCAATTTCAGTTTATTAATTAATCGGTTCGAATAATTATTAGTT
TTTATGGAAATGAAATTATAAAATAAATAAAATTAAAGTATCCCAGTGATTAAGT
TAGATTTGTTTTTAATTAAATTCCAACCCCACTACTTTAGATAGATTTCTATTCGA
CCACCTGACTTTAACAAAAAATTCGGAAAAGCAAAACCGTAATGTTATCTTATCT
TGTCCTTAGCGTGCCATGCCGAAAGAAGGGAGGAATCAGATTCACGATCAACGG
CTTTCGGTACTTCAACCTGGTCCTAATCACCAACGTGGCCGGCGCCGGAGACATA
GTGAAGGCCAGCGTGAAGGGGACCAAGACTGGGTGGATGAGCATGAGCCGTAAC
TGGGGTCAGAACTGGCAGTCAAACGCGGTACTGGTGGGTCAGGCACTTTCATTCA
GAGTCACCGGCAGCGACCGCCGCACCTCCACCTCGTGGAACATCGTGCCCGCTCA
CTGGCAGTTCGGGCAGACATTCATCGGAAAGAATTTCAGAGTCTGAGAAAACAG
CCTACAGCAACAAGTGAAGCATTTACAGAGCATTAATTGAATCGTGGTATTATCG
AAAAGTGCTCTCATTTGTTAGTATAATTTAGGGTTTGAAAAAGATTGGGCCCCAG
TTTGTGTGAGGGTTATATTAGATGTAGGAGTGATTTGAGTGAGTGTGACGACAGA
TAATAGCGGAGACTGGAGAGGATGATGTCAGTTTGTAAGCTGAAGTGGCTAGAA
AAGTCTACCCCGCAGCTCTGAATTAATCCCTATTAACAA






