IDENTIFICATION

Species: Phalaenopsis equestris
Locus: XP_020592460

Gene Model: XP_020592460.1
Description: PeqeEXPA-04
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/?term=Phalaenopsis+equestris
KEGG: https://www.genome.jp/entry/T05601

EXTERNAL RESOURCES
http://orchidbase.itps.ncku.edu.tw/est/Phalaenopsis 2019.aspx



https://www.ncbi.nlm.nih.gov/genome/?term=Phalaenopsis+equestris
https://www.genome.jp/entry/T05601
http://orchidbase.itps.ncku.edu.tw/est/Phalaenopsis_2019.aspx
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SEQUENCES

Peptide

>PeqEXPA-04

MASIHTPLPLLLILASTAAAAVFQPSPWFLAHATFYGDQTASETMGGACGYGNLFVNG
YGTDTAALSSTLFNNGYACGQCYQIRCVSSPNCFRGSPFTTVTATNLCPPNWGEDSN
NGGWCNPPRAHFDMSKPAFMKIANWKAGIVPVMYRRVPCMKKGGLRFQFQGNGY
WLLVYVMNVGGGGDISGMSVKGSKTGWIAMSHNWGASYQAFSRLGGQSLSFRLTS
YTTKQTIVAYDVAPSNWNVGLTYQANVNFT

CDS (coding sequence)
>PeqEXPA-04

AGCACCACCAATTAAGAACCTGCGCGCACGAATAATAAGCCCCTCCCACATTCTC
ATCTGAGCCGGCGGCGACCGCTCGCTATATATCCCTTCTTCTCGCCAAACATCTCC
AAGCCATTCTTTCAGAGATACATCGAAGCACCAAGCCAGTTCATTTATAATCAGC
TCGCTCGCTCGCTCGCTCTCGCGCGCGCGCGAGCGCAACAATCAATTATATGGCT
TCCATCATTACTCCTCTCCCGTTGCTTCTCATTCTCGCCTCCACCGCCGCCGLCCGLCC
GTCTTCCAGCCGTCCCCATGGTTCCTCGCCCACGCCACTTTTTACGGCGACCAAAC
AGCTTCCGAAACCATGGGTGGAGCGTGCGGGTACGGGAACCTGTTTGTGAACGG
GTACGGGACGGACACGGCGGCGCTGAGCTCGACGCTGTTTAACAACGGGTATGC
GTGCGGACAATGTTATCAGATTCGGTGCGTGAGCTCGCCGAATTGCTTCCGCGGG
TCTCCGTTCACCACGGTGACGGCAACCAATCTTTGCCCGCCGAATTGGGGGGAGG
ATTCTAACAATGGCGGGTGGTGCAATCCACCGAGGGCGCATTTCGATATGTCCAA
GCCGGCGTTCATGAAGATCGCCAATTGGAAGGCAGGCATTGTTCCGGTGATGTAC
CGCAGGGTGCCATGCATGAAGAAAGGAGGGCTGAGATTTCAGTTTCAGGGGAAC
GGGTACTGGCTGCTGGTGTATGTTATGAACGTGGGAGGTGGGGGTGATATAAGCG
GGATGTCAGTGAAGGGCAGCAAGACAGGGTGGATAGCCATGAGCCACAACTGGG
GGGCTTCCTACCAAGCCTTCTCCCGCCTCGGGGGCCAATCCCTCTCCTTCAGACTC
ACTTCATATACCACTAAGCAGACCATCGTCGCCTACGACGTCGCTCCTTCTAACTG
GAACGTCGGCCTCACTTACCAAGCTAATGTAAATTTCACATGA

Nucleotide
>PeqEXPA-04

NNNNNNNNNNNNNNNNNNNNNNNNACAACTAAAACAAGTTTATATTTCAACAGT
CATATCTTGTAGGTTGTGAGAACTTTGTCAAACTCACCTGAAAGCTGTTATGCTAT



ATCATATTTTGCACTGTTAATTTTAATCTTATTACTTGTGTAGTTTTGTATACAATG
TATCTCGGAAGAACACATTTTATAAATAGAGGTGGCAGCCATGACGTAGAGCTCT
CTTCCGGCTAAGAGACTTCTAAAGAGGAATCATTTATAAGACTTTTTGTAGGGAA
TTCAAAGGGGAATCCTGGGATTGCTACATCCCTAAAGACTTCAGAAATCAATCTC
TATAGCAAACAAAATCATAGAAAGTAATAAAGTAAACATTTATATATAAAGTTA
AAGCATACAAGAGCCTTAGATTCACACCCAAGAAAACCCATATAGGGACAGAGA
AACTAAGAAACAAAAAAGAAAGAAGAACAAAATGGAGATGTCCAAAGAATCAA
ATTGGAATCATGTGAAATTTACATTAGCTTGGTAAGTGAGGCCGACGTTCCAGTT
AGAAGGAGCGACGTCGTAGGCGACGATGGTCTGCTTAGTGGTATATGAAGTGAG
TCTGAAGGAGAGGGATTGGCCCCCGAGGCGGGAGAAGGCTTGGTAGGAAGCCCC
CCAGTTGTGGCTCATGGCTATCCACCCTGTCTTGCTGCCCTTCACTGACATCCCGC
TTATATCACCCCCACCTCCCACGTTCATAACATACACCAGCAGCCAGTACCCGTTC
CCCTGAAACTGAAATCTCAGCCCTCCTTTCTTCATGCATGGCACCCTGAAATCCAT
ATTTATTAGTATGCCTTTTTACACGGTGAATTGTTAATTTCTGTTTGAATGTGCTCT
GTTCAATTTTTTATAACATAAATAATTTTAAATGCTTTATTTACATGCATAGTGTG
ATAGTAGTCAAATTAATAAAATTTAAATATTTAATATCTAATATTTATTATTAATT
ATATCATTTAATGCTTCGTTAAATAAGTGACAGAAGGACCTGTGATGTGTTCTTTT
TATTCTATTTTATTTTGATGTTTTGAGAGTTGCATATGTAAATAGCCAAGTTTATA
TGTGAAATATGTAATCTTACTTTTTATGTAAATTTTTTGGAAATTTACATACATGC
CACGTGATTCTTATTGCTTTATATATATTTAACACCAAAGAGTTGATATTTACACT
TGCAACACTTTCATGCTATATGTTAATGATAATTATGATAGTTTTTTTGTATGTGA
TTTTAAATAGGTGAAGTATTGCATATGTAGAGATAAGACTTTAGACATTAGATAT
ATAAATATGTAAGAACTTTCAATGTCTCATTTATTTCAAGATATACTTAAGAGTTT
TGCAGCATATTATACAGATATCTACAACAATAAAAGCCCTTGTTATGCTATTTGC
AGCGGATTTAAATCGCTGTAATTGCTACCACTACAAAATCTTTTAGTTGTCATTTA
CATGCAAATCCTATGTATTTACTTGGCTAACGATTAAAATTTTATATTTTACATGT
ATATATACAACCCAAATCTTTCATATTATAAAAAAAAAATATCACTATTTTTTTGA
CTAGTAAAAACATAAGAATTAAGCGGTCGGAACGTATGCAAATCTTCCAATTTCT
TATTACCTGCGGTACATCACCGGAACAATGCCTGCCTTCCAATTGGCGATCTTCAT
GAACGCCGGCTTGGACATATCGAAATGCGCCCTCGGTGGATTGCACCACCCGCCA
TTGTTAGAATCCTCCCCCCAATTCGGCGGGCAAAGATTGGTTGCCGTCACCGTGG
TGAACGGAGACCCGCGGAAGCAATTCGGCGAGCTCACGCACCGAATCTGATAAC
ATTGTCCGCACGCATACCCGTTGTTAAACAGCGTCGAGCTCAGCGCCGCCGTGTC
CGTCCCGTACCCGTTCACAAACAGGTTCCCGTACCCGCACGCTCCACCTGTTGTA
ATATTCTTAAAAATTAATTGAAATACAAGTTTTTTTTATAAAATTAGGAAATTAAA
ATGAGAAAAAGATGGTTTTACCCATGGTTTCGGAAGCTGTTTGGTCGCCGTAAAA
AGTGGCGTGGGCGAGGAACCATGGGGACGGCTGGAAGACGGLCGGLGGLGGLGG
TGGAGGCGAGAATGAGAAGCAACGGGAGAGGAGTAATGATGGAAGCCATATAA
TTGATTGTTGCGCTCGCGCGCGCGCGAGAGCGAGCGAGCGAGCGAGCTGATTATA
AATGAACTGGCTTGGTGCTTCGATGTATCTCTGAAAGAATGGCTTGGAGATGTTT
GGCGAGAAGAAGGGATATATAGCGAGCGGTCGCCGCCGGCTCAGATGAGAATGT
GGGAGGGGCTTATTATTCGTGCGCGCAGGTTCTTAATTGGTGGTGCTCTCGACGT
GCGGGAAGCAAAGGTGTTTTTTTTTTTTTTCTTTTACGGAAATTTTACATACATAG
CATTCAATTCTTATGCATTTATTTAATTGTTTGGTTGTTCTCTCTCTCTCTTTTGTTC
ACTTGCTCACCAGCTCTGATCAATGCACCAGACGAGAAATTCTTGAGCAAATTTG
GTACAAATTTGGTATAGGAAACAACAAATCATTATTAAGTTTAATCTTTTATATAT
ATATATATATACCGCCTACTCTAATCTGTCTCTCAGGCATCTACTTGTCTAAGTCC




CCTTCAATCTAGTGTTCGATTCTCCCGAGTGTAAAGTGTGATACTTGAATTTTTAG
GTGCATGAGAGATTATCGGGGCTCGTATAATAGCCTTTGGCCATTCCTTTGATGTA
TATATATATATATATATAATTAATTCACACTTTTAGTATTAAATGAAGTATTTATC
TAAAGAAAATGACAATCATTCATCTACTCATCTTGCATTCAAT





