IDENTIFICATION
Species: Linum usitatissimum
Locus: Lus10012747

Gene Model: Lus10012747
Description: LUseXPA-15
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1 0
KEGG: https://www.genome.jp/entry/D12016

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016

GENE STRUCTURE

LusEXPA-15
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Legend:

Exon — Intron
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Query seq.

Superfanilies PLNOOOSO

+ Name Accession Description Interval E-value
[+] PLN0OOOS0 super family 31535 expansin A Provisional 36-258 8.67e-96
SEQUENCES

Peptide

>LusEXPA-15

MARFVYAALLCLIVLVGNSSADVFFGSRLARQDDWSSWLYGHATFYGDQYGGETM
QGACGYGDLFQQGYGLQTAALSTALFNNGLTCGACYELKCINEPNWKWCYPGNNPI
QITATNFCPPNPSGGWCNPPAKHFDLAMPMFLKMAPY KAGIVPVQYRRVRCQKRGG
IKFEIRGNPYFNLVLVYNVGGAGDVKNLRVRGSRSGGWISMQRNWGQNWQTSTVL

VGQTLSFQVVTSDGAYKVFPNVVPSNWEFGQTFQGRANF*

CDS (coding sequence)
>LuseXPA-15

ATGGCTCGTTTCGTCTACGCCGCTCTTCTGTGTCTCATCGTTTTGGTCGGGAATTC
ATCGGCCGATGTGTTTTTCGGCAGTAGACTAGCCCGACAGGATGATTGGTCCTCC
TGGCTCTATGGCCATGCAACCTTCTACGGCGACCAGTACGGCGGTGAAACCATGC
AAGGAGCATGCGGCTATGGGGACCTATTTCAGCAAGGATACGGACTGCAAACAG
CAGCGCTCAGCACCGCACTCTTCAACAACGGCTTAACATGCGGGGCATGCTACGA
GCTCAAATGCATCAACGAACCCAACTGGAAATGGTGCTACCCGGGTAACAACCC
GATCCAAATCACCGCCACAAACTTCTGCCCGCCAAACCCGAGCGGCGGCTGGTGC
AACCCGCCGGCGAAGCACTTCGACCTTGCAATGCCCATGTTCCTCAAGATGGCCC
CTTACAAGGCCGGGATCGTACCGGTACAGTACCGGAGAGTCCGGTGCCAGAAGC
GCGGCGGAATCAAGTTCGAGATCAGAGGGAACCCTTACTTCAACTTGGTCCTCGT
GTACAACGTGGGCGGGGCCGGTGACGTTAAGAACTTGAGGGTCCGAGGGTCCAG
GAGCGGCGGGTGGATTAGCATGCAGAGGAACTGGGGACAGAACTGGCAGACGA
GTACTGTTTTGGTCGGACAAACACTGTCGTTTCAGGTGGTTACTAGTGATGGAGC
TTACAAGGTGTTCCCTAACGTTGTTCCGTCGAACTGGGAGTTTGGTCAGACTTTTC
AAGGCAGGGCCAACTTTTAG

Nucleotide
>LuseXPA-15

ATGGCTCGTTTCGTCTACGCCGCTCTTCTGTGTCTCATCGTTTTGGTCGGGAATTC
ATCGGCCGATGTGTTTTTCGGCAGTAGACTAGCCCGACAGGATGATTGGTCCTCC
TGGCTCTATGGCCATGCAACCTTCTACGGCGACCAGTACGGCGGTGAAACCATGC
GTAAGTTCGACTTAATGTTTGATTAGTATAGCTCTGATAATATATTTAATCATAGA
TAGTTAAAATCACAAAAGAAAATTTCATATGAGAAAGAGTGTTACTAGCTAATAC



TTTTAGGAATAAATATAATATATGTTGTAGTAATTTTGTGACAAATAATATAAAG
TTATTGAACCAAGTAATATATTTATCACAATATACATTTTTTATAATCTAATATTT
TAATTCATTCTAAATATTTGTCTCATCGAACTAATGTGAGTTTGTAATATATTCTA
GTTAAAATTAGGTGGTTCGAGCCAAACAGATTTTAGTCGAACATATTTTTGTTTTI
AGAGATCCTAAATACGAGCTGCGGAATTCAGTTGAGTTCTTTGTTATAATTATTTT
TTTTCGAATTGGTTCAATTTTAAATTCCGATAATATCCCTAGTTGTTGTATCAAGT
ATTGTGTTCTTTTCCGAATATGTTGTTAGTTTTTATCGAGCTAAAATATCAACGTTT
ACTTTCAAACTCATCTCAAAATTAAAATCTTATTAGCGACCCTGAACATTCTTATT
CCGCTATGACAATTGATTATTTTTGTATTAAATTGATGTAAACAGAAGGAGCATG
CGGCTATGGGGACCTATTTCAGCAAGGATACGGACTGCAAACAGCAGCGCTCAG
CACCGCACTCTTCAACAACGGCTTAACATGCGGGGCATGCTACGAGCTCAAATGC
ATCAACGAACCCAACTGGAAATGGTGCTACCCGGGTAACAACCCGATCCAAATC
ACCGCCACAAACTTCTGCCCGCCAAACCCGAGCGGCGGCTGGTGCAACCCGCCG
GCGAAGCACTTCGACCTTGCAATGCCCATGTTCCTCAAGATGGCCCCTTACAAGG
CCGGGATCGTACCGGTACAGTACCGGAGAGTCCGGTGCCAGAAGCGCGGCGGAA
TCAAGTTCGAGATCAGAGGGAACCCTTACTTCAACTTGGTCCTCGTGTACAACGT
GGGCGGGGCCGGTGACGTTAAGAACTTGAGGGTCCGAGGGTCCAGGAGCGGCGG
GTGGATTAGCATGCAGAGGAACTGGGGACAGAACTGGCAGACGAGTACTGTTTT
GGTCGGACAAACACTGTCGTTTCAGGTGGTTACTAGTGATGGAGCTTACAAGGTG
TTCCCTAACGTTGTTCCGTCGAACTGGGAGTTTGGTCAGACTTTTCAAGGCAGGG
CCAACTTTTAG






