IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0260s0004

Gene Model: Kalax.0260s0004.1.p
Description: KIEXPA-33

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1

GENE STRUCTURE

KIEXPA-33 _

L 1 1 1 1 1 1 1 1 1 4
tibp 2kbp 400t B0ty 80K0bp 100 120069 1400bp 16006p 1800p

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

Superfanilies PLN00133

Name Accession Description Interval E-value
[+] PLN00193 super family 33423 expansin-A; Provisional 1-250 3 26e-119
SEQUENCES

Peptide

>KIEXPA-33

MAFLTLVTATLCLLLDSAHARIPGVYSGGAWQTAHATFYGGSDASGTMGGACGYG
NLYSQGYGVNTAALSTALFNNGQSCGSCFELKCANDPQWCHSGSPSIFITATNFCPPN
FAQPSDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVSYRRVPCRKKGGIRFTINGF
RYFNLVLITNVAGAGDIVRASVKGSKTGWMSMSRNWGQNWQSNAVLVGQALSFRL
TGSDRRSSTSWNIVPAHWQFGQTFIGKNFRV*

CDS (coding sequence)
>KIEXPA-33

ATGGCATTCCTCACTCTGGTCACCGCCACTCTTTGCCTCCTCCTCGACTCCGCCCA
CGCCCGCATTCCCGGCGTCTACTCCGGTGGCGCTTGGCAGACCGCCCACGCCACC
TTCTACGGCGGCAGCGATGCCTCTGGTACCATGGGAGGAGCTTGTGGATATGGGA
ACCTGTACAGCCAGGGTTACGGAGTGAACACGGCGGCGCTAAGCACAGCGCTGT
TCAACAACGGTCAGAGCTGCGGCTCCTGCTTTGAGCTCAAATGCGCCAACGATCC
ACAATGGTGCCACTCCGGCTCTCCATCCATTTTCATCACTGCCACTAACTTCTGTC
CGCCCAACTTCGCCCAACCCAGCGACAATGGCGGATGGTGCAACCCTCCCAGGCC
TCATTTCGATCTCGCCATGCCCATGTTTCTCAAGATCGCTGAGTACCGTGCCGGAA
TCGTCCCCGTTTCCTACCGCCGCGTGCCATGCCGAAAGAAGGGGGGAATCAGATT
CACGATCAACGGCTTCCGCTACTTCAACTTAGTCCTAATCACCAACGTGGCCGGC
GCCGGAGACATCGTCAGGGCCAGCGTGAAGGGGTCCAAGACCGGGTGGATGAGC
ATGAGTCGAAACTGGGGTCAGAACTGGCAGTCAAACGCGGTACTGGTCGGTCAA
GCACTGTCATTCAGACTCACCGGCAGCGACCGCCGCTCCTCCACCTCGTGGAACA
TTGTGCCCGCTCACTGGCAGTTCGGGCAGACATTCATCGGAAAGAATTTTAGAGT
CTGA

Nucleotide
>SKIEXPA-33

CATCTCCATCCATAAATACCCACGCTTTCCCTCCTTCGAACTTCCACACCAAGCTC
AAACCTTTCCACACTCTTCACCTCCCCATTCTTCTCTTCAATGGCATTCCTCACTCT
GGTCACCGCCACTCTTTGCCTCCTCCTCGACTCCGCCCACGCCCGCATTCCCGGCG
TCTACTCCGGTGGCGCTTGGCAGACCGCCCACGCCACCTTCTACGGCGGCAGCGA
TGCCTCTGGTACCATGGGTATGTAACACTCACACATTTTATTAAAAATATAAATA



AGGAGCCATGGGAGTGTCTATGTATGTACGTACGTGTATCACTTGGGTTCAATCA
ACTGACCCATTCAAATTGATTAATTAATTACAGGAGGAGCTTGTGGATATGGGAA
CCTGTACAGCCAGGGTTACGGAGTGAACACGGCGGCGCTAAGCACAGCGCTGTT
CAACAACGGTCAGAGCTGCGGCTCCTGCTTTGAGCTCAAATGCGCCAACGATCCA
CAATGGTGCCACTCCGGCTCTCCATCCATTTTCATCACTGCCACTAACTTCTGTCC
GCCCAACTTCGCCCAACCCAGCGACAATGGCGGATGGTGCAACCCTCCCAGGCCT
CATTTCGATCTCGCCATGCCCATGTTTCTCAAGATCGCTGAGTACCGTGCCGGAAT
CGTCCCCGTTTCCTACCGCCGGTATGTCCCTCTCTTTCTTCTCTTGTCGCCTAGTAA
CTGCTTCATTTACATGTATTTAGGTTTAGGGGTATACAGTACGATGTCGTTTGGTT
CCAGCGCCGGCGACATTCCCCACTTCTGTAAAGTTAGGTGCAAGTGCAAGTGGTT
ATTTAAGAGTTTTATTGTTTTTTTTCTCACACCATTAGATAAAAGTTCTTAATTACA
CATCAATCCCATCACTTTACATTAATTTATATTCGAGCACCTGTCTTTACCGAAAA
TTCAAAAAAGCAACCCCTAATGTAGTCTTGTCCTCGTGGTTGACGACAGCGTGCC
ATGCCGAAAGAAGGGGGGAATCAGATTCACGATCAACGGCTTCCGCTACTTCAA
CTTAGTCCTAATCACCAACGTGGCCGGCGCCGGAGACATCGTCAGGGCCAGCGTG
AAGGGGTCCAAGACCGGGTGGATGAGCATGAGTCGAAACTGGGGTCAGAACTGG
CAGTCAAACGCGGTACTGGTCGGTCAAGCACTGTCATTCAGACTCACCGGCAGCG
ACCGCCGCTCCTCCACCTCGTGGAACATTGTGCCCGCTCACTGGCAGTTCGGGCA
GACATTCATCGGAAAGAATTTTAGAGTCTGAGAGACGAAAACAACACCAACCTA
CAACAAGTGAAGCATTTACAGAGCAATGTTGTGTTACTGAATAGTGCTTTTAATT
GGTTAGTGTAATTTAGAAAGATTGGATCTTTAGGTGTTAGGATGGAGATGGAAAT
GGTGATGTGGGTTTGGGTGGGTTTTTGTTGTTTATGTGAGGGTAGAGAAAATTTCT
GGAGTGGATTGAGTGTGTGGTGAGATGGAGATGGAGATGGAGATGGAGATGGAG
ATGGAGAGTAGTTTGTATTGTAAGCTGAAGTGGCTAGAAAAGTCTACCCGCAGCT
TTAAATTAATCACTATTAACAAACATACATATTGAATATGATTATATTTATATTTA
CGGTTTTGGTTCTTGTGTGATGTTTGGAACTGGATGTCGTGTTTGTGTTCATGTGA
TGTTGGATTTTTGAGTTTGTTTGTGGGAGGGATAAGAAATGGAGAAGGGGAATGG
ATGGTCTATGATATTCGGTAGAGGTGGTCAGAGTTTGATTTTTCTTGCTTTTTGAA
ATTTTTATCAAAAAGGAAGCTAT






