
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.9G148800 

Gene Model: PhHAL.9G148800.1.p 

Description: PhhEXPB-15 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXPB-15 

MASKIQRLSFIAITVFASLHPCMSTGFRHELSSWTTGIATWYGDPNGAGSEGGACGYQ

YAVDQPPFSSLIAAGSPFIYDSGNGCGSCYQVACSGNQACSGYPVTVVITDQGPGGGP

CLSQASDGMCLNEGAHFDMSGTAFGAMAKPGMADQLRGAGILQIQYTRVQCEWPG

VDVTFSVDSGSNPNYLAVVIEYEDSDSDLSAVDIMQSSTGQWVPMQHSWGAVWRL

NSGSTLQGPFHIRLTFNSGRVLIASNAVPAGWNAGVSYRSGGVAVTRARPRSAGCRG

YKAAGAFSDLVYHLLLLFVVLAL* 

CDS (coding sequence) 

>PhhEXPB-15 

ATGGCTTCCAAGATTCAGCGCTTGTCCTTCATTGCCATTACAGTTTTTGCTTCACT

CCATCCTTGCATGTCCACTGGGTTCCGCCATGAGCTCTCCAGCTGGACCACTGGC

ATTGCTACGTGGTATGGTGATCCTAATGGTGCCGGAAGTGAAGGTGGTGCATGTG

GGTACCAGTATGCTGTCGACCAACCACCATTCTCGTCCTTGATTGCTGCCGGCAG

CCCTTTCATCTACGATTCTGGAAATGGGTGTGGTTCTTGCTACCAGGTGGCATGCT

CTGGCAATCAAGCTTGCTCTGGTTACCCTGTGACTGTAGTCATCACCGACCAGGG

CCCTGGTGGCGGTCCGTGCCTGAGCCAAGCAAGTGATGGCATGTGCCTAAACGAG

GGAGCCCACTTCGACATGAGTGGGACGGCGTTTGGTGCCATGGCAAAGCCTGGA

ATGGCCGATCAGCTCCGTGGTGCTGGCATCCTACAAATCCAATACACTCGGGTGC

AGTGCGAATGGCCTGGAGTGGATGTAACCTTCTCTGTGGACTCCGGTTCGAACCC

AAACTATCTGGCCGTGGTCATTGAGTATGAGGACAGTGATAGTGACCTATCGGCC

GTGGACATCATGCAGAGCTCGACGGGGCAGTGGGTTCCGATGCAGCATTCGTGG

GGTGCAGTGTGGAGGCTCAACTCTGGCTCCACCCTTCAGGGCCCGTTCCATATCC

GCCTGACTTTCAACTCAGGCAGGGTGCTCATCGCCAGCAACGCCGTACCTGCAGG

GTGGAACGCCGGCGTGTCATACCGGTCAGGAGGCGTTGCAGTGACCAGGGCCAG

GCCCAGGAGTGCTGGCTGCCGGGGCTACAAGGCGGCCGGTGCATTTAGCGATCTG

GTGTATCACCTTCTCCTGTTGTTTGTGGTATTGGCGTTGTGA 

 

 



Nucleotide 

>PhhEXPB-15 

GCTCTCGGAGTCGGAGCTCGCAGGCGCCGTTCCCCTGCCCTCACCGTCCCTTGGCT

ATTTTTCCTCGCCGCCGCCGCCTACATTTCTCCATCGCCACCACGCGCATTCCGGC

ACCACCGCCGCCCACCCGAACCCACCCTTCTCCTCGCAATACAACTGCATAAAAC

TGACCGCCGCCACTCCGCAGCTAGGCCGAAGCCACAACCCCCGAGCGAGCTAGC

TCCAATGGCGGCCGCCTCGTCGTCGCGTGCCGCGCCTTTCGCCGCCGCAGCTCCG

GTGGGGCCCGCTGGCTTCGGATCTGCCTGAGGCAAGGCTAGCGCGCTCGGAGCTT

TGCTGGCATTGGAGCGGCTTGCCGTTTCGGCTGCGGCGGGGAGATAGCTTCTTGC

TGCGGCGGGACGACCAGGTTCGGCGCGGTGCGCTTCCAATCCCACGCTTTTATTT

CTCCCTTGGTTTCTATCACAGGTGTACTGAAGTCTGTTTTCCGTGTGCAGGGGAAT

TTGGCTTCGCGGCGGGCGGCGGCATCCAAGCCCAGCAGATAAGACCGTAAGAAT

TCAGCACGCAATTCTCAGTTCTCACTAATTGGTTCCAAAATGGTGCTTCAGTACGC

ATATACAGAACAAAGAGTTCAAGTGGATCTTGTCTTCAGAGGAACCGGCGAATTG

GTTCCACTTTACTTTAGGTTTGCTTCCGAGAGTGACTTGATTAGGACTAGTGTGGT

ACACTAGAGTCAGATATGAATTGGAAGCGGGGAGTATGAAAGCTGCATCATTCT

GGAGGGGGTATTGATTTCAACCAATAGCATATGGCCAGATGCTTGTAGGTGGGGT

TTAACACTTCAGCAGATTTTAAGCATAAATGTGAAAGGATCGCAGTTAACAACCA

AGGTCCCGGTAGCCAATATTGAGGTCAAGCAATTGCTGTCAAAGATATAAGTATT

CAATCCAGGGGTTTGTACTTTTTCAAAGAAAAATCATAGGTCATATGATACAAAT

ATTTGGCTACCAGGACATGGGTATTCTCTTGGGAAGGTAGAAGTGGTTGGCCATA

AAGTAAAAAACTAGAAACTAATGATCTTACAGAGTTTCTGTATTAACAATTGAAT

TTTCCTTCAAGTTTTTATCCAGCCCTTATCATCACTTCAGAACATAGATGCCAATT

TCGTACAGAAAACAGTCATACCTCAACTACCAGCATTCACTATGCCCCAGTGGTC

ACCTTGAAATTGTTTTGGCTTCTGGCTCCCCCTAGTGGCATTTTCTTACTTTGCAAT

GACTTAACGATTTCATATGCTAAGCCCATAATCACAATACAAAAGAGATAAAGTG

AGTACAGAGGATATAATAGGAAGGTTTAAATAATTTAGGTGAGTCCAGAGGTCT

GAGGAACTTTCGATTCATAATCCTTTCTTGTTATCTTAGATGTTGTTGGGTATTTTT

GAATACGTTCCTTTGCACAATATACTCATAGTTCTATCTTTCTGAAATATCATAAC

GTAGGATCTGCTGTGGCATGTTGGCTTATATATACTGTAAGATCTGAATAACAGC

TTAGGGCTGCATCTGCATGCCTTTTGATTTATCCTTTCATGTCAAGGTATCATCAA

CTTAGTTTGAATGTGCATATACCTCATTAGCGACTTTATACCTGTCCCACCTCCCA

AATCTTCTCCCATTTAGGCTTTGATTATAGGTTTACTATTTTGCTAGCGATGAATA

GTGATGTCTTCTTATAATAGAAGCACAAAACTGCACTGCAAAATAAAGAGCAACC

CTGTCCTGTTATTTTGTCCTTAATCATCCAGCAAATTTTTCGGTTCCGAAAATGGC

CGGCAGCTAAACCTACTCGAAGTGTGTATCGTGCGTCGTGATCGAAGGTGGCCTA

GCACACAATGACTTAAGATTTATACTGGTTCAGGCAAATGTGCCCTACGTCCAGT

CGGGGGTCGGTCGGATGTATTGTTTGAGCCCAAATGCTCGTGAGAGTTGGCAAGT

TACAAGCTTTCGAGTGGAGGATGAATCTCTTGGATTTCGGTCCCCTTTCATAGGCG

GCTGACCCTCCCTTTTATAGTCCAAGGGGGGTCTCCTTTACAGGGGAACTAAGGG

TAAGAAAAGAGAGAGAGAGAGAGATCCTAACCCCACCGGTCGGGGTCGTCAGCT

CTGTCAGTCGGAGTCCTTAGACGGCCACCGTCCAAGCCCTGTCTCGCGGAGTGGC

CGTCACGTTCCGTCCCTATATATCGCATTCCGTCGGTCGGGAGCGGGTGTGCGCC

GATAAGTACGGTACGGCGGTCACACCCTGTCCTTGGCGCCACGCCCTGTCACTCC

GTCGTGGCGGAGGCATGTCCGTCGTGTCATGATGACGTTGCGCCCCGTCCCTTCTT

GAGGATGGGTAGGTGGAATAGCGTCCCTTTGCTGTGGCAACAAAGGGGGCTGTA



GCCCCGTGGAGGGTGGTTGGCCGTGTACGGCAAGTTGACTTCGGCGTCCGCCCTT

ATCCTCAGCACCTACTCTTGAGGACCGTTAGTGCGCAAGGCCTGGCCAGCCCCCA

ACCTCGTCAGTCAGGGGCAGCGACACGTGTACGGCGGAGTCCGATCGGCCCCTTA

GTTCAGGACCATGGTATGGACCTAGGCCCTGGTCGTCCACTCGGTCAGGGACGCG

GGTCGAGGCTCCTGCCGACCGGCCGGCCGGTCGGGACCGTGGGCCTGGAGGAAG

TCACGGCCCAGGAGGGCGGTCGTTTGATCCATGAACGGTCTCAAGCTATCCAGAG

TGCCAGCGGGAAGTGGGCCCGCTGACCCGTCAAAATTACACTAATTGCCCCCTGT

ATCATCACATAAGCTGCTCGATTCGTCTTCTCTCTCCTTGCAATTTTATGGTATTTT

GTATCTTATCACCTGCAGGTTATTGTCACAGTGCAGAATATGGCTTCCAAGATTCA

GCGCTTGTCCTTCATTGCCATTACAGTTTTTGCTTCACTCCATCCTTGCATGTCCAC

TGGGTTCCGCCATGAGCTCTCCAGCTGGACCACTGGCATTGCTACGTGGTATGGT

GATCCTAATGGTGCCGGAAGTGAAGGTAATAGTCGTATAACATTTCTCATGAAAG

AATATCTGTCATCACAAATCGCCGTATTATAGCTCTTCTTAGACCGGTGTGTGGCT

TGTAATAGTTATTCTGATGCCCTTTGTAGGTGGTGCATGTGGGTACCAGTATGCTG

TCGACCAACCACCATTCTCGTCCTTGATTGCTGCCGGCAGCCCTTTCATCTACGAT

TCTGGAAATGGGTGTGGTTCTTGCTACCAGGTGCGTGTACTCCTTGTGATCGAGG

CGATCGCATGCTTGCATTTCTGCCATTATAAATTTGGAAATGCTGATTCATCAGGT

GGCATGCTCTGGCAATCAAGCTTGCTCTGGTTACCCTGTGACTGTAGTCATCACCG

ACCAGGGCCCTGGTGGCGGTCCGTGCCTGAGCCAAGCAAGTGATGGCATGTGCCT

AAACGAGGGAGCCCACTTCGACATGAGTGGGACGGCGTTTGGTGCCATGGCAAA

GCCTGGAATGGCCGATCAGCTCCGTGGTGCTGGCATCCTACAAATCCAATACACT

CGGTATGCCGCTCATTCAGGACATGGCTGCTTGCAACCACCGTTACAACTTATTTG

TGTTGACCTTTGTCATGACCCATGCACATATGGATGCACAGGGTGCAGTGCGAAT

GGCCTGGAGTGGATGTAACCTTCTCTGTGGACTCCGGTTCGAACCCAAACTATCT

GGCCGTGGTCATTGAGTATGAGGACAGTGATAGTGACCTATCGGCCGTGGACATC

ATGCAGAGCTCGACGGGGCAGTGGGTTCCGATGCAGCATTCGTGGGGTGCAGTGT

GGAGGCTCAACTCTGGCTCCACCCTTCAGGGCCCGTTCCATATCCGCCTGACTTTC

AACTCAGGCAGGGTGCTCATCGCCAGCAACGCCGTACCTGCAGGGTGGAACGCC

GGCGTGTCATACCGGTCAGGAGGCGTTGCAGTGACCAGGGCCAGGCCCAGGAGT

GCTGGCTGCCGGGGCTACAAGGCGGCCGGTGCATTTAGCGATCTGGTGTATCACC

TTCTCCTGTTGTTTGTGGTATTGGCGTTGTGAATTCTGATGCAAATTCAGCTTTCGT

AGTTTTGGGATGCAGATTAGGGACCCGGATGGACTTAGTTGTGTATTTAGATATT

TTCTTGTAGCTGAGGCCTAAGATGATGGAGTACCCGTGGTGTTGTGGGCGTTTTTG

TTGTGGTCTAGTTTCTGTATGCAACTAATCTGGCTGGACAATACCCATCCATGTAA

AGCGTTTCATGAAACTGATTGAGTTGGTTAAGCAACCTGGCTCCTATTTCCCAAG

GGACAAGGAGGAC 




