
IDENTIFICATION 

Species: Musa acuminata 

Locus: GSMUA_Achr1P15400_001 

Gene Model: GSMUA_Achr1P15400_001 

Description: MacEXPA-03 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Macuminata_v1  

KEGG: https://www.genome.jp/entry/T03447   

EXTERNAL RESOURCES 

https://banana-genome-hub.southgreen.fr/ 

https://musabase.org/  

https://phytozome-next.jgi.doe.gov/info/Macuminata_v1
https://www.genome.jp/entry/T03447
https://banana-genome-hub.southgreen.fr/
https://musabase.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>MacEXPA-03 

MASSSSSSSLPWSLALLVLLAMAMRRAQGSFVATQWSPAHATFYGDDSASGTMGGA

CGYGDLYSTGYGTNTAALSSVMFSDGYGCGQCYEIRCSGAPACYAGSPIVAVTATNL

CPPNWALPSDNGGWCNPPRVHFDMAKPAFNQIADWNAGIVPVMYRRVACQKTGG

MRFQLQGNAYWLLVFVTNVGGGGDIAGMWVKGEKTDWISMSHNWGASYQAFSCL

GGQVLSFKVLSYTSQETLVAYTAAPANWVAGLTYEATTNFT* 

CDS (coding sequence) 

>MacEXPA-03 

ATGGCTTCTTCTTCTTCTTCTTCCTCGCTTCCATGGAGCCTCGCTCTCTTAGTGTTG

CTGGCCATGGCGATGAGAAGAGCTCAGGGCAGCTTTGTTGCGACGCAGTGGTCGC

CGGCCCATGCGACCTTCTACGGCGACGACTCGGCGTCGGGGACTATGGGTGGCGC

GTGTGGGTACGGAGACCTGTACAGTACCGGCTACGGGACGAACACGGCGGCGCT

GAGCTCCGTGATGTTCAGCGACGGCTACGGGTGCGGGCAGTGCTACGAGATACG

GTGCAGCGGGGCGCCGGCGTGCTACGCTGGCTCGCCCATCGTCGCCGTGACCGCC

ACCAACCTCTGCCCCCCGAACTGGGCCCTGCCCTCCGACAACGGCGGGTGGTGCA

ACCCCCCCAGGGTGCACTTCGACATGGCCAAGCCTGCCTTCAACCAGATCGCCGA

CTGGAATGCCGGCATCGTGCCCGTCATGTACCGCCGGGTGGCGTGTCAGAAGACG

GGAGGGATGAGGTTCCAGTTGCAGGGGAACGCGTACTGGCTGCTGGTGTTCGTGA

CCAACGTGGGGGGTGGCGGAGACATAGCGGGGATGTGGGTGAAGGGGGAGAAG

ACGGATTGGATCAGCATGAGCCACAACTGGGGGGCTTCCTACCAAGCCTTCTCCT

GCCTCGGCGGCCAAGTGCTCTCCTTCAAGGTCTTGTCCTACACCTCGCAGGAGAC

GCTCGTCGCCTACACCGCCGCGCCCGCCAACTGGGTCGCCGGCCTCACCTACGAG

GCCACCACCAACTTCACCTGA 

Nucleotide 

>MacEXPA-03 

ATGGCTTCTTCTTCTTCTTCTTCCTCGCTTCCATGGAGCCTCGCTCTCTTAGTGTTG

CTGGCCATGGCGATGAGAAGAGCTCAGGGCAGCTTTGTTGCGACGCAGTGGTCGC

CGGCCCATGCGACCTTCTACGGCGACGACTCGGCGTCGGGGACTATGGGTTTGTA

TCCCCTCGAGCAGCATGACGAACGTGGACAGGTGAAATCCGGGCTTTGATCAGTG

GACCTGTGGGTGTTGCAGGTGGCGCGTGTGGGTACGGAGACCTGTACAGTACCGG



CTACGGGACGAACACGGCGGCGCTGAGCTCCGTGATGTTCAGCGACGGCTACGG

GTGCGGGCAGTGCTACGAGATACGGTGCAGCGGGGCGCCGGCGTGCTACGCTGG

CTCGCCCATCGTCGCCGTGACCGCCACCAACCTCTGCCCCCCGAACTGGGCCCTG

CCCTCCGACAACGGCGGGTGGTGCAACCCCCCCAGGGTGCACTTCGACATGGCCA

AGCCTGCCTTCAACCAGATCGCCGACTGGAATGCCGGCATCGTGCCCGTCATGTA

CCGCCGGTGAGCCACCCAAACCCAGAAACAATAGCACGGTAAGAACCCTAACAC

AACGCCGAGTCGTATCGCGATGGTGCAGGGTGGCGTGTCAGAAGACGGGAGGGA

TGAGGTTCCAGTTGCAGGGGAACGCGTACTGGCTGCTGGTGTTCGTGACCAACGT

GGGGGGTGGCGGAGACATAGCGGGGATGTGGGTGAAGGGGGAGAAGACGGATT

GGATCAGCATGAGCCACAACTGGGGGGCTTCCTACCAAGCCTTCTCCTGCCTCGG

CGGCCAAGTGCTCTCCTTCAAGGTCTTGTCCTACACCTCGCAGGAGACGCTCGTC

GCCTACACCGCCGCGCCCGCCAACTGGGTCGCCGGCCTCACCTACGAGGCCACCA

CCAACTTCACCTGA 




