IDENTIFICATION

Species: Populus trichocarpa
Locus: Potri.013G060800

Gene Model: Potri.013G060800.1.p
Description: PtEXPA-21

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa v4 1
KEGG: https://www.genome.jp/entry/gn:T01077

EXTERNAL RESOURCES
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Query seq.
Superfanilies PLNO00S0O

+! Name Accession Deseription Interval E-value
[+ PLNOO050 super family cl31535 expansin A; Provisional 1-242 1.06e-141
SEQUENCES

Peptide

>PtEXPA-21

MDFLGVCLVVFLTMSKTIHGYGGGWSDAHATFYGGGDASGTMGGACGYGNLYSQ
GYGTNTAALSTALFKNGLTCGACFELKCVNDARWCLSGSIIVTATNFCPPNSAGGWC
NPPSQHFDLSQPVFQHLARYKAGIVPVLYRRVACRKTGGIRFTINGHSYFNLVLITNV
GGAGDVVSVSIKGSRTGWQPMSRNWGQNWQSNSYLNGQALSFKVTTSDGRSIISSN
VAPPNWAFGQTFHGGQF*

CDS (coding sequence)
>PtEXPA-21

ATGGATTTTCTTGGAGTTTGTCTCGTAGTCTTCCTAACCATGTCCAAAACAATTCA
TGGCTATGGAGGTGGATGGTCTGATGCTCATGCTACCTTCTATGGAGGTGGTGAT
GCTTCTGGCACAATGGGAGGAGCTTGTGGTTATGGAAACCTCTACAGCCAAGGTT
ATGGGACAAACACGGCAGCATTAAGCACGGCTTTATTCAAGAATGGACTAACCT
GTGGAGCTTGTTTCGAACTCAAATGTGTAAATGATGCCAGGTGGTGTCTCTCAGG
TTCTATCATAGTCACAGCAACAAATTTTTGCCCTCCAAACAGTGCAGGAGGGTGG
TGCAATCCTCCTTCGCAACACTTCGATCTTTCTCAGCCTGTTTTTCAACATCTAGCT
CGTTACAAAGCAGGAATAGTCCCTGTTCTATACAGAAGAGTTGCTTGTAGGAAAA
CTGGAGGAATCAGGTTCACTATAAATGGTCATTCATACTTCAACCTTGTCCTTATA
ACCAATGTTGGTGGTGCTGGTGATGTTGTGTCAGTCTCCATCAAAGGATCTAGAA
CTGGTTGGCAGCCAATGTCTCGCAATTGGGGCCAAAATTGGCAGAGCAATTCTTA
CCTGAATGGTCAAGCACTCTCTTTCAAGGTCACAACAAGTGATGGACGATCTATC
ATCTCCAGCAATGTGGCTCCTCCAAACTGGGCTTTTGGTCAAACCTTCCATGGAG
GGCAGTTCTAA

Nucleotide
>PtEXPA-21

GCCTTTTCCTATTCATTGACTTGTGTTTTCCAAGCTGATTTCTTTGAGTTCAAATTT
ATTAGGCCATTGTAAGCACAAAGTTATCAATGATTTCCTTTTCCCACTTGCAAAAA
TAATCCTTATCTCAAACTGTGTTTCTTTTGCTGCTACTTTGCAGGAAATGGATTTTC
TTGGAGTTTGTCTCGTAGTCTTCCTAACCATGTCCAAAACAATTCATGGCTATGGA
GGTGGATGGTCTGATGCTCATGCTACCTTCTATGGAGGTGGTGATGCTTCTGGCA
CAATGGGTAAGAACCAAAATCCAATGAGATACCTGCTAGTCTACATATCTCTTTG



CTATATGGTAGTTCATAGCTCAATCAATTTATGTGTATGCTACAATATATAGGAG
GAGCTTGTGGTTATGGAAACCTCTACAGCCAAGGTTATGGGACAAACACGGCAG
CATTAAGCACGGCTTTATTCAAGAATGGACTAACCTGTGGAGCTTGTTTCGAACT
CAAATGTGTAAATGATGCCAGGTGGTGTCTCTCAGGTTCTATCATAGTCACAGCA
ACAAATTTTTGCCCTCCAAACAGTGCAGGAGGGTGGTGCAATCCTCCTTCGCAAC
ACTTCGATCTTTCTCAGCCTGTTTTTCAACATCTAGCTCGTTACAAAGCAGGAATA
GTCCCTGTTCTATACAGAAGGTGAGCTTACTCGTCATCATATAAATATGACTCAA
CTTTGCTCTAAAATCTCCACAATATACTGAACCAAACAATCTTTATTTTGTTTACA
GAGTTGCTTGTAGGAAAACTGGAGGAATCAGGTTCACTATAAATGGTCATTCATA
CTTCAACCTTGTCCTTATAACCAATGTTGGTGGTGCTGGTGATGTTGTGTCAGTCT
CCATCAAAGGATCTAGAACTGGTTGGCAGCCAATGTCTCGCAATTGGGGCCAAAA
TTGGCAGAGCAATTCTTACCTGAATGGTCAAGCACTCTCTTTCAAGGTCACAACA
AGTGATGGACGATCTATCATCTCCAGCAATGTGGCTCCTCCAAACTGGGCTTTTG
GTCAAACCTTCCATGGAGGGCAGTTCTAAATTCCATATCCCATGCCCAAACTAAC
TGAGACCACTTCAAAGTTTAGCCTTCAAGGGAAGAAGATATTGATTAGTATTGAA
AATTTCTCTTCTGGTTAGTTTATATAGGACCTGCATACGTCAAATGTGTTAAAAGT
GTTTGTGACATAGTTGACTATGGTGTTACAGCTATGGGCCCTTTTAGAAATGGCC
ATGGATGCATTCGTTGCCTTCCCTGCACAACCTACAAAGGGTTAGTGAATTTGCTT
GTAAAGAAAGTCTAAGCAAAACCTAGATCAGTTTGAGACGTGATAGCAGGAAGC
TCATTATATGAGGGTCCATCAGTCCTCGGAATAAAGCTTAACAGGATAGAAAAGT
ACATCAGTCCTCGGAAAAAAGCTCGTACAGATTTTCTATTAACTTCGACCAGCGA
GCAACCACAATTCCTGCACTCGCCGGCTTAATTGTATTGCACTACTGGTTCGCAA
AAGTAAAACAAAAGCAATGTCCCTCGACCATTAATGTTGAAAAGGTCTGCAGAA
GCAAAGGCGAAGCAGGTTCTTTTAGTTATGACATTGCAAGTAATAGAGGATGATT

GACCGCACAAATGCTTGATAAAAACATTCAAGCACCGCCCATTTCATACCCAGAT
GAATTCCCTAGGATTTTTAT






