IDENTIFICATION

Species: Oryza sativa Kitaake

Locus: OsKitaake05g095100

Gene Model: OsKitaake059095100.1.p
Description: OskEXPA-22

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake v3 1
KEGG:-

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/bio data/185326



https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326
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PLNO0193
+H Name Accession Description Interval E-value
[+] PLN00193 super family cl33423 expansin-A; Provisional 5-255 1.64e-117
Peptide

>0OskEXPA-22

MLSGMEKQPAMLLVLVTLCAFACKRSVAQSAFATFYGGKDGSGTMGGACGYGNLY
NAGYGLYNAALSSALFNDGAMCGACYTITCDTSQTKWCKPGGNSITITATNLCPPNW
ALPSNSGGWCNPPRQHFDMSQPAWENIAVYQAGIVPVNYKRVPCQRSGGIRFAISGH
DYFELVTVTNVGGSGVVAQMSIKGSNTGWMAMSRNWGANWQSNAY LAGQSLSFIV
QLDDGRKVTAWNVAPSNWFFGATYSTSWVQF*

CDS (coding sequence)
>0skEXPA-22

ATGCTCTCTGGAATGGAGAAACAACCTGCAATGCTTCTCGTTCTTGTGACACTCTG
CGCCTTCGCATGCAAGCGATCCGTCGCACAGTCTGCCTTTGCCACGTTCTACGGTG
GCAAGGACGGGTCGGGCACCATGGGTGGCGCGTGTGGGTACGGTAACCTGTACA
ACGCCGGGTACGGGCTGTACAACGCGGCGCTGAGCTCGGCGCTGTTCAACGACG
GCGCCATGTGCGGCGCGTGCTACACCATCACCTGCGACACCAGCCAGACCAAGTG
GTGCAAGCCCGGCGGCAACTCCATCACCATCACGGCCACCAACTTATGCCCGCCT
AACTGGGCGCTGCCCAGCAACAGCGGCGGGTGGTGCAACCCACCGCGGCAGCAC
TTCGACATGTCACAGCCGGCCTGGGAGAACATCGCCGTCTATCAAGCCGGCATTG
TCCCCGTCAACTACAAGAGGGTTCCGTGCCAGAGGAGCGGGGGGATCCGGTTCG
CGATCAGCGGTCACGACTACTTTGAGCTTGTGACCGTGACGAACGTGGGCGGCAG
CGGCGTGGTGGCGCAGATGTCGATCAAGGGGTCCAACACGGGCTGGATGGCGAT
GAGCAGGAATTGGGGCGCCAATTGGCAGAGCAACGCGTACCTCGCCGGGCAGAG
CCTGTCCTTCATTGTGCAGCTCGACGACGGCCGAAAGGTCACGGCCTGGAACGTC
GCCCCGTCCAACTGGTTCTTCGGTGCCACCTACTCTACCTCTTGGGTGCAGTTCTG
A

Nucleotide
>0OskEXPA-22

ATGCGTCGGCACAACACAAAACGAAAACCTAAAGAATCACCAGCCTTGCAAACC
AATCAACCTGTCTAGATTAATTTTTGCATGCTCTCTGGAATGGAGAAACAACCTG
CAATGCTTCTCGTTCTTGTGACACTCTGCGCCTTCGCATGCAAGCGATCCGTCGCA
CAGTCTGCCTTTGCCACGTTCTACGGTGGCAAGGACGGGTCGGGCACCATGGGTA
CGTACATTTCAAGCTTAATTTGATATTTTCTCAAACAAATTAGCTGATGATGATGA



TGCCATTTCTGAACTTGGATGTACGTGCGACGCGATGCAGGTGGCGCGTGTGGGT
ACGGTAACCTGTACAACGCCGGGTACGGGCTGTACAACGCGGCGCTGAGCTCGG
CGCTGTTCAACGACGGCGCCATGTGCGGCGCGTGCTACACCATCACCTGCGACAC
CAGCCAGACCAAGTGGTGCAAGCCCGGCGGCAACTCCATCACCATCACGGCCAC
CAACTTATGCCCGCCTAACTGGGCGCTGCCCAGCAACAGCGGCGGGTGGTGCAAC
CCACCGCGGCAGCACTTCGACATGTCACAGCCGGCCTGGGAGAACATCGCCGTCT
ATCAAGCCGGCATTGTCCCCGTCAACTACAAGAGGTACATGCATCCTACTCCTAG
TTGAATAATAGCCGAAATCGTTATAGATCAAAGATCAATCGGAGATATATATATG
TTTGAAGTGTTTTTTTTTACTCGAATTGATATACACACTCACTAGCTAGCTCATGA
AGGCACATCGATAACGGGTCTAGAAGGATTATAGGTTCATGCTTGTTTCATGCTA
GCACCAATTTTTCAGTACCAATGCTATCGATCACTAGTTCTAGTTTTGAAACGGCT
TATATGTATCGATACTAGTGTAAAACCAGTACCTACCAGACTACCAGAGATGGGC
TAACAGACTCAAAGCAGGTACTGTAATAGACTATAAATCGGCTACAAACTTATGT
AGAGTAGATAAGAGAGGAGAGATAAGAGAAGCGGACTACTTAGCCAGCTGCAGC
ACGTACATAGATACTGACGATGATTTGGAGCTAGTAATTTACTATACTATTAAAC
TTGCTCTCATAATTACCGGTGCTAGACTAGAAACGGCACCTATAATCTGACATAG
GTGCACACAGCTAGTAGTAAGGTTTCTCAAAAAACCTCACAAATGCTGCTTGTGT
CCAATGCAGGGTTCCGTGCCAGAGGAGCGGGGGGATCCGGTTCGCGATCAGCGG
TCACGACTACTTTGAGCTTGTGACCGTGACGAACGTGGGCGGCAGCGGCGTGGTG
GCGCAGATGTCGATCAAGGGGTCCAACACGGGCTGGATGGCGATGAGCAGGAAT
TGGGGCGCCAATTGGCAGAGCAACGCGTACCTCGCCGGGCAGAGCCTGTCCTTCA
TTGTGCAGCTCGACGACGGCCGAAAGGTCACGGCCTGGAACGTCGCCCCGTCCAA
CTGGTTCTTCGGTGCCACCTACTCTACCTCTTGGGTGCAGTTCTGAAGTACTGCAA
CGTACGTACAGGTTTAGTTGATAAATTATACACATGCTGTTCATGGACATAATTA
ATTAATTACTAGCCATCCCGGCCGTTTGTGCATGTTCTGCTAGGTTGTGTGTTGCG
TGGCATTAACTTGTTTTTCTCTGTTACCAGTCGTTTTGTCAAACGCGTTGGTTGTG
GCAAGCGCGATTGAATGTTTTGCCCACCAATTAATGTAACTGATCGTATGGGTGT
TGAGTTAATAAATTATGTTTAATTATGCGGATGCCACCACTGAGGTAG





