IDENTIFICATION

Species: Helianthus annuus

Locus: HanXRQChr0990252151

Gene Model: HanXRQChr09g0252151
Description: HanEXPB-02

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Hannuus_rl 2
KEGG: https://www.genome.jp/entry/T05101

EXTERNAL RESOURCES
https://www.heliagene.org/



https://phytozome-next.jgi.doe.gov/info/Hannuus_r1_2
https://www.genome.jp/entry/T05101
https://www.heliagene.org/
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DOMAIN ARCHITECTURE
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Query seq.

binding site
specific hits H— Pollen_allerg_ 1
Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits i

Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 42-181 1.40e-66
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, Pll and Plll from Lolium perenne. 169-236 1.74e-16

SEQUENCES
Peptide
>HanEXPB-02

MAFNLKTVLSIFISVCLVSSHFANRCLCSIPTFFVNGGGFTPALGTWYGDPNGAGSGG
ACGWADDVRLPPFSSMIAAGNANIFLQGKGCGECYQIKCSREPYCSGNPITVTITDEC
PGACNDVPFHFDLSGAAFGAMANPGQADNLRNLGQVDIQFQRVPCNYGRTNIAFKID
AGTNPNWFATRIEFTEGDGGLRSVEIAPAGTQEFVPMNNIWGAVWVANIDSSFKGPY
SFRLTSPINAVAVAINAVPMDYVPGQTYFSNVNF*

CDS (coding sequence)
>HanEXPB-02

ATGGCATTCAACCTCAAAACAGTTTTATCTATTTTCATTTCTGTGTGTTTAGTTTCT
AGTCATTTTGCAAATCGTTGCCTCTGTTCAATCCCTACATTCTTTGTTAATGGAGG
TGGTTTTACACCTGCATTAGGAACATGGTATGGAGATCCCAATGGTGCTGGAAGT
GGAGGAGCCTGTGGATGGGCTGATGATGTGAGGTTACCTCCATTCTCATCTATGA
TTGCTGCTGGAAATGCAAATATTTTTTTGCAAGGCAAAGGTTGTGGGGAATGTTA
TCAGATCAAATGCAGCCGGGAACCTTATTGCTCCGGAAATCCAATTACAGTGACG
ATAACCGATGAATGCCCGGGTGCATGTAATGACGTTCCATTCCATTTTGATCTAA
GCGGAGCCGCTTTTGGTGCAATGGCGAATCCGGGACAAGCTGACAATCTTCGTAA
TCTTGGCCAAGTTGACATTCAATTTCAAAGGGTGCCATGCAACTATGGCAGAACT
AACATTGCTTTCAAGATCGATGCGGGAACAAACCCTAACTGGTTTGCAACCCGAA
TTGAATTTACGGAAGGAGATGGTGGACTTCGGTCAGTGGAGATCGCACCTGCTGG
CACACAAGAGTTTGTTCCGATGAACAATATTTGGGGTGCGGTTTGGGTAGCCAAC
ATTGACTCGTCTTTCAAAGGTCCATACTCGTTCAGGCTCACATCTCCAATAAACGC
GGTCGCAGTTGCTATAAATGCTGTGCCTATGGATTATGTACCTGGCCAAACTTATT
TCTCAAATGTAAACTTTTAG

Nucleotide
>HanEXPB-02

ATGGCATTCAACCTCAAAACAGTTTTATCTATTTTCATTTCTGTGTGTTTAGTTTCT
AGTCATTTTGCAAATCGTTGCCTCTGTTCAATCCCTACATTCTTTGTTAATGGAGG
TGGTTTTACACCTGCATTAGGAACATGGTATGGAGATCCCAATGGTGCTGGAAGT



GGTATATATATACATTCACATCTCATTAATATTAATATATATTATTACTAGTATTG
TTATATATTTATGTATATTATTATTTTTATGTTTAAACATATATATTTACACATATG
CACAGGAGGAGCCTGTGGATGGGCTGATGATGTGAGGTTACCTCCATTCTCATCT
ATGATTGCTGCTGGAAATGCAAATATTTTTTTGCAAGGCAAAGGTTGTGGGGAAT
GTTATCAGGTGAAGAAAATATATTAATTAACCAAAAGACATTCATTCACTTTATT
TAATAATATTAACAACTTTTTTGTAATTGATTCATCTCAGATCAAATGCAGCCGGG
AACCTTATTGCTCCGGAAATCCAATTACAGTGACGATAACCGATGAATGCCCGGG
TGCATGTAATGACGTTCCATTCCATTTTGATCTAAGCGGAGCCGCTTTTGGTGCAA
TGGCGAATCCGGGACAAGCTGACAATCTTCGTAATCTTGGCCAAGTTGACATTCA
ATTTCAAAGGTTGATATATGAGTCCATTAAATCTGTGCATAAGTATATTAAGGCC
TTACTAATCCTACGCCACCCCAAACTTAAACGTACGTTTAATGGTTGATATATGA
GTCCATTAAATCTGTGCAAGCTCTAACCTTCAAATGGATGTTCAGATCATCAAAT
GGTCGTTGAAAGAAAACGGTGTGAGCTATATATTAATTTCTAAAACTAAAATACT
TGAATTAATGTTTTTGAAAATTAACAAGTCTACCTGCACATATGTAGGGAAAAAA
ACTATCTATTATTCAAAACTAAAGTATAAAAAGATTGTTAACATCACTTAGTTTA
ATATACATTATTGTTATAATGTTTGGATTTAAACAAAGTTAATGGTTTTAACAATT
TACTGCGGTTTACTGTATGTGTAGGGTGCCATGCAACTATGGCAGAACTAACATT
GCTTTCAAGATCGATGCGGGAACAAACCCTAACTGGTTTGCAACCCGAATTGAAT
TTACGGAAGGAGATGGTGGACTTCGGTCAGTGGAGATCGCACCTGCTGGCACAC
AAGAGTTTGTTCCGATGAACAATATTTGGGGTGCGGTTTGGGTAGCCAACATTGA
CTCGTCTTTCAAAGGTCCATACTCGTTCAGGCTCACATCTCCAATAAACGCGGTCG
CAGTTGCTATAAATGCTGTGCCTATGGATTATGTACCTGGCCAAACTTATTTCTCA
AATGTAAACTTTTAG






