IDENTIFICATION

Species: Solanum tuberosum

Locus: PGSC0003DMP400052934

Gene Model: PGSC0003DMP400052934
Description: StEXPA-15

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Stuberosum_v4 03
KEGG: https://www.genome.jp/entry/T02981

EXTERNAL RESOURCES
http://spuddb.uga.edu/
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GENE STRUCTURE

SIEXPA-15
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Query seq,
Superfanilies PLNO0O0S0

+ Name Accession Description Interval E-value
[+] PLND0050 super family 31535 expansin A; Provisional 14-258 2.48e-119
SEQUENCES

Peptide

>StEXPA-15

MGFLNVACCVASLFSLILLTAEARIPGVFTAGAWQSAHATFYGGSDASGTMGGACG
YGNLYSQGYGVNNGALSTALFNNGLSCGACFEIKCDNYPQWCHPGSPSIFITATNFCP
PNFALPNDNGGWCNPPRPHFDLAMPMFLHIAEYRAGIVPVVYRRVPCRKQGGIRFTI
NGFRYFNLVLVTNVAGAGDIVSLSIKGSKTNWISMSRNWGQNWQTNSVLFGQSLSFR
VRAGDRRSSTSWNIAPAHWQFGQTFIGKNFRV*

CDS (coding sequence)
>StEXPA-15

ATGGGGTTTTTGAATGTGGCCTGCTGTGTTGCTTCACTTTTTTCACTAATTTTACTA
ACGGCTGAAGCTAGAATCCCTGGTGTTTTTACTGCCGGAGCATGGCAGAGTGCTC
ATGCTACTTTCTATGGCGGAAGCGACGCTTCTGGTACTATGGGTGGAGCATGTGG
GTATGGTAACCTATACAGTCAGGGATACGGAGTGAACAATGGAGCACTTAGCAC
AGCGCTATTCAACAATGGACTGAGTTGTGGAGCGTGTTTTGAGATCAAATGTGAC
AACTACCCACAATGGTGCCATCCCGGAAGTCCTTCCATCTTCATTACAGCTACTA
ACTTCTGCCCTCCCAACTTTGCTCTCCCAAACGACAACGGGGGTTGGTGTAACCCT
CCTCGCCCTCATTTCGACCTCGCCATGCCTATGTTCCTCCACATCGCCGAGTACCG
TGCCGGAATTGTCCCCGTCGTTTACCGCCGGGTGCCATGCAGGAAGCAAGGTGGA
ATAAGGTTTACAATTAACGGTTTCCGTTACTTCAACTTGGTTTTGGTAACCAACGT
CGCAGGTGCAGGGGATATCGTGAGTCTTAGTATTAAAGGTTCAAAAACTAATTGG
ATAAGTATGAGCAGGAACTGGGGGCAAAATTGGCAAACAAATTCAGTTTTGTTTG
GTCAGTCACTTTCATTTAGGGTTAGAGCTGGTGATAGAAGGAGCTCCACTTCATG
GAATATAGCACCTGCACATTGGCAATTTGGTCAAACCTTTATTGGGAAGAATTTC
AGAGTTTAA

Nucleotide
>StEXPA-15

ATGGGGTTTTTGAATGTGGCCTGCTGTGTTGCTTCACTTTTTTCACTAATTTTACTA
ACGGCTGAAGCTAGAATCCCTGGTGTTTTTACTGCCGGAGCATGGCAGAGTGCTC

ATGCTACTTTCTATGGCGGAAGCGACGCTTCTGGTACTATGGGTATGTTACCGTTT
CCTCTATAATCTTCTACTGTCAATTCACAAACTACCTTTTTTTCTGCACATAATGTA



CTTGAAATGCTTCATTTCTACTCTGTTTTCGGTCTGTTTTTCTAGATTTTTCGTTCA
ATGTTCAAAGAAATGTTAGTCAATTTGTAAATCTATGAGTATTTCCTCATTTGCAG
CGTATTTTGTGCATGTACATGAAATGCCCCATTTCTACACTATTTTGTTCTTCTTCT
CCAGCATTTTGGTTTTATTTTCAGAGAAATGCAAGTCAATTTGTAGATCTAAAAGT
AAATGTAACTAAAATTTAGACTAATTTTGAGATTTGTGATGGATTTACAGGTGGA
GCATGTGGGTATGGTAACCTATACAGTCAGGGATACGGAGTGAACAATGGAGCA
CTTAGCACAGCGCTATTCAACAATGGACTGAGTTGTGGAGCGTGTTTTGAGATCA
AATGTGACAACTACCCACAATGGTGCCATCCCGGAAGTCCTTCCATCTTCATTAC
AGCTACTAACTTCTGCCCTCCCAACTTTGCTCTCCCAAACGACAACGGGGGTTGG
TGTAACCCTCCTCGCCCTCATTTCGACCTCGCCATGCCTATGTTCCTCCACATCGC
CGAGTACCGTGCCGGAATTGTCCCCGTCGTTTACCGCCGGTAAGATTCGTTATCTT
TCTCTGTCAGTTACTGTATTTTTTGTGTGCCCATTTCGGTTTGTTTTCTAGTTGGTT
CTTTTCTTTATTGCTTTTGTCATTCATTGGGGTAGAAGAAATAATAACCTGTCAAA
ATGTACCACTCGCATGCTTTTCTTCTTTTACCCTATTTATTACTGTTATTGTACCAA
GTACACAGCTGTCACCATTGGGCTATAAAATTAGCGAATATAATTATTTTAATCG
ATCGATAAATAACAATACCTTTATATTATTACGTTCGGCTAGCCCGTATTTTATGC
GTGAATCCTCTCGATAACTAGTATAGTGAAAAGCTCAATAAGAATGTCAAACAGC
AACCCCTAGATAGTGAAGCACAGTCTCCTAGTATTATCTCCAGTCCATTATTTTTA
CAGTAACATTTGGATGACTAAATTGACCTGAGTTTTTCTATTTATTTACGCAGGGT
GCCATGCAGGAAGCAAGGTGGAATAAGGTTTACAATTAACGGTTTCCGTTACTTC
AACTTGGTTTTGGTAACCAACGTCGCAGGTGCAGGGGATATCGTGAGTCTTAGTA
TTAAAGGTTCAAAAACTAATTGGATAAGTATGAGCAGGAACTGGGGGCAAAATT
GGCAAACAAATTCAGTTTTGTTTGGTCAGTCACTTTCATTTAGGGTTAGAGCTGGT
GATAGAAGGAGCTCCACTTCATGGAATATAGCACCTGCACATTGGCAATTTGGTC
AAACCTTTATTGGGAAGAATTTCAGAGTTTAA






