
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin01G134900 

Gene Model: Misin01G134900.2.p 

Description: McsEXPB-01 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPB-01 

MASTLQLLFSIAITTLAFFLHPCASTEFRRELYGWSNGIATWYGAADGAGTDGGACG

YQNAVDQPPFSSMIAAGCSSIYDSGKGCGSCYQVVCTGNEACSGNPVTVVITDECPD

CPCPDEQVHLDMSGTAFGALAKPGQESQLRGAGAIEIQYTRVQCEWPGVDVTFSVES

GSNPNYLAVLIEYEDSDSDLYSVDIMQQGQGGTGQWVPMQQSWGAVWKINSGSVL

QGPFNIRLTFNSGRVLVASNTIPAGWNAGVAYRSGGVAVTRARPRSSGCRGYEAAGT

LHLFLLSVVLLML* 

CDS (coding sequence) 

>McsEXPB-01 

ATGGCTTCCACGCTCCAGCTGTTGTTTTCCATTGCCATCACAACTTTGGCCTTTTTC

CTCCACCCATGTGCATCCACTGAGTTCCGCCGTGAGCTCTATGGTTGGTCCAATGG

CATCGCTACATGGTATGGCGCAGCTGATGGTGCCGGAACTGACGGTGGCGCTTGT

GGATACCAGAATGCTGTGGACCAGCCACCCTTCTCATCCATGATTGCCGCTGGCT

GCTCTTCCATCTACGACTCTGGCAAGGGGTGTGGCTCTTGCTACCAGGTTGTATGC

ACTGGCAATGAGGCTTGCTCTGGTAACCCGGTGACTGTCGTCATCACCGACGAGT

GCCCTGATTGCCCGTGTCCGGATGAACAGGTCCACTTGGACATGAGCGGGACAGC

GTTTGGTGCCTTGGCGAAGCCCGGGCAGGAGAGCCAGCTGCGTGGCGCCGGCGC

CATCGAAATCCAGTATACCCGGGTGCAGTGCGAGTGGCCTGGCGTGGACGTAACC

TTCTCGGTGGAGTCGGGCTCCAACCCGAACTACCTGGCCGTGCTGATCGAGTACG

AGGACAGCGACAGCGACCTCTACTCCGTGGACATCATGCAGCAGGGTCAGGGAG

GGACGGGGCAGTGGGTGCCGATGCAGCAGTCGTGGGGCGCCGTGTGGAAGATCA

ACTCCGGCTCCGTCCTCCAGGGCCCCTTCAACATCCGCCTGACCTTCAACTCTGGC

AGGGTGCTCGTCGCCAGCAACACCATCCCTGCGGGGTGGAACGCCGGCGTCGCGT

ACCGGTCCGGCGGCGTGGCTGTAACGAGGGCCAGGCCCAGGAGCAGTGGCTGCC

GGGGCTACGAGGCTGCCGGAACACTGCACCTTTTCTTGTTGTCAGTGGTATTATTG

ATGCTGTGA 

 

 



Nucleotide 

>McsEXPB-01 

TTGCTAAGCTAGAACAAGAATAACGTTGCCGACTTGCTGTCCATTCCTCTGAGCTT

AGCTGCCGTGTAAACTTAGACACGACGTAGTAGAATCGATGCCATTTGTTCTTCC

ACAGTAGTCTCTCTTGGCTATGCTCTTCTTCGTTTCTTCGCTCCAATTCTCCCTCTC

AATTCGAGTGGTGACGTGGCCGCCACGTGGGGATAGCTGATAATTGACTGACAGT

GATGGCATCATCATCCAGCAAACGTGAGTCGCTTTCGACGCCATCTCTGAATTTTT

TTCCAACAACAGCGAGCATAAACCCCGCTTCCTTCTCTCCAATCTCCGGTGCCCGC

TCCGCCTCCACGAGCCGCGGCAGCAGCGACCACCGCCTGTATTCCACGACGTTAG

CAGCTAGCTTCTCCATTCCTCGGTCAGAACCCAACCCCCTAGTGCCTAACCCCAG

CCCAGCCCCAACTTCGACGGCCGGCCGCCTCGTCGCTGCAAGCACCGCGTCTCCG

GGCGGCTGGGGAGCCCGCAGGCCCAGGTGCGCTTAGTGCCGCTCGAGGCTCGCC

GTTTGCTGGATTCGTGCTGCGCTTTGCCGGCATTGTGCCGTCTGCTGTTGTATGCT

CTGTGTAGTTGACTCGTTTGGTGAGCAGAGGAAGACGGATTCACAGAGCACGGTG

GTCCCCAAGTCCGGCACTCCGGCAGGTAAGAACCCTCAGCTGTCGCCTTATTGGT

AGCTTTGTTCAGAGTTGTAACGAAAATTGACGCTTCAGGTTCCACTAATATACTTA

GCACAAATGGTCCAGCTGGTTCTTGTTTTCAGAGGAACAAGAGTTCACTTAAAAT

AGCTACTACAGTAGTACACAAGCCTGACCATTATTGGAACAAATTGTTCATTTAT

CTGATATAAAAGATGCCTGTAGGTGGCAGTTGCAGATCCAAAGATACGCATAGTT

GGCTCTCTAATGGCTCTAGTCTTTGTGGAAGCATGGTTAAAGAAGGTTTGGATTG

GTTTGAGTTCAGGGTGAGGGGGATGGCAAGTTCTTATCTCATCTGGTTTGTGACC

CGAATGTGGTCAAGGTCGCCAAGCCAAAATTTTGCTTCAACTGGAATCCTTGTAG

GAAGCCATTGCTTGGTAATTCTAGACTAGACCAAGGTTTATGCTAGAAGCACATT

ATATGTTGACCCATTTGCACGCTAATTTCAATTGTAAAGTGAGCGTGCAAATTGG

ATGTTCTGGTGGTTGTGTGAGCATACAAATTGGATGTTCTGTTTCCTTTTCCGTTA

TGATTTGTTTAAGTTCATTCAACTAGGTCTAAAGTTGTAAAGTGATCAAAAGTGCT

AGTGTCATCTTATCGGCGTAGTACTTTCAGTTCCTATGTGAATCTTGTAATCATGC

CTATTTGTCAAAGACTTGTGACCAAATATATGTCAGATGAGGCTATCATGAATCA

TGATACCAAATCTATGCAGAGGTTAAAATTGTTAAGAAATCAATTGACCATGAGT

AGCTAATCTTTGATAAACCATGGCCGATGTAACTTTTCATTGTGTGAGAACGTTTA

CCATATTCTATATTTACCATTCTGTGGGAGTTTGACATGGTAATTATGACCTGGAA

TTACACCTACAAGCTCTAACTTCTACCTGCAACCACCTAGGCTTATTCAGTTTGTC

GTAGATGTTTTGAAGTATTGGTCACTATCTAATATAGGCAAGGTGATAGTACATA

ATTACAGTATAGCATTATGACAAGAATGCAAGGAGCACCAAAATGTGGGAAATT

CCACTCCGTATCATCATTGACAGTGCTAGATGTAATGAATTTAATTTCATTGTAAT

TGAATTACATATTTTAATGTTTTCCTTGGGTTCAAAAAGAAACATTAGAGTAAGG

CATAAGGTCTGAGTAACAATTCAGGATCTCATCCAAATATTTTGATTTGATGAGT

ATGGGATGCCTTCTCATAACAATTTTGTTGAACATACTTCATTAGCAGGCAACTCT

GAACTCTTCCAAATTTACTCCCAGTTGCCAATTGTCTACTGACTTGCTGTTTGATA

GTGAGTGTCGAATACCTTCTACATTAGAGAAACTGCACTACTACATGTAGTTATA

ATTATAACTCTACTTGCTCCCCAGATGGCCAAAGAGAGCCCCTGTCTGTCCTTCAT

TACGTCCTTATGCAAACTTTCCATCACAACAGTGAGACACTACTCTCTCCCTTTCA

CACCCTCTCCGTGCCACTTGTCACAGGGTATGTTGTATGGCTTCCACGCTCCAGCT

GTTGTTTTCCATTGCCATCACAACTTTGGCCTTTTTCCTCCACCCATGTGCATCCAC

TGAGTTCCGCCGTGAGCTCTATGGTTGGTCCAATGGCATCGCTACATGGTATGGC

GCAGCTGATGGTGCCGGAACTGACGGTAAGAGATTACTTAAAATAAAAGTCAAT



GCATCATAGTCACCACACTTAATTACCATGTATTAGCTCCACCAAACTGGTGTGC

CTTTGTTGTAGGTGGCGCTTGTGGATACCAGAATGCTGTGGACCAGCCACCCTTCT

CATCCATGATTGCCGCTGGCTGCTCTTCCATCTACGACTCTGGCAAGGGGTGTGG

CTCTTGCTACCAGGTGTGTATACTTCAGAGATTCAGGCATCGTACGTGCTCGTTCA

CGCCTGCCTTTTGACATTCGGAAGATTATTTATTCAACAGGTTGTATGCACTGGCA

ATGAGGCTTGCTCTGGTAACCCGGTGACTGTCGTCATCACCGACGAGTGCCCTGA

TTGCCCGTGTCCGGATGAACAGGTCCACTTGGACATGAGCGGGACAGCGTTTGGT

GCCTTGGCGAAGCCCGGGCAGGAGAGCCAGCTGCGTGGCGCCGGCGCCATCGAA

ATCCAGTATACCCGGTATGTCATGTGCACATGAATGTACATGCTTCTTCGAAAGA

GAATTTTCTACCAATGCTCCGTAACTTCCATGTGCTTTTCAACGCAAATGCCATGC

GATTGTGCAGGGTGCAGTGCGAGTGGCCTGGCGTGGACGTAACCTTCTCGGTGGA

GTCGGGCTCCAACCCGAACTACCTGGCCGTGCTGATCGAGTACGAGGACAGCGA

CAGCGACCTCTACTCCGTGGACATCATGCAGCAGGGTCAGGGAGGGACGGGGCA

GTGGGTGCCGATGCAGCAGTCGTGGGGCGCCGTGTGGAAGATCAACTCCGGCTCC

GTCCTCCAGGGCCCCTTCAACATCCGCCTGACCTTCAACTCTGGCAGGGTGCTCGT

CGCCAGCAACACCATCCCTGCGGGGTGGAACGCCGGCGTCGCGTACCGGTCCGG

CGGCGTGGCTGTAACGAGGGCCAGGCCCAGGAGCAGTGGCTGCCGGGGCTACGA

GGCTGCCGGAACACTGCACCTTTTCTTGTTGTCAGTGGTATTATTGATGCTGTGAG

CTGACGATGAATTTTGGTGGCTGTGTGAGCGTGCAAATTAGGACTACCTGGATTG

AGTAGTTCTGTGTATTTTTCTTGTAGCGTAAAGGATGGATCACTGCGTCGTATCGT

GGACAATTCTGCTGGTCAGCAAATCTCCGTCCATATAATACTCCTTGCACCTCAA

AATAAATCAATTTTCAGAATTACCGTAAGTCAAACTATTTTAAAT 




