IDENTIFICATION

Species: Brachypodium sylvaticum
Locus: Brasy7G220800

Gene Model: Brasy7G220800.1.p
Description: BsyEXLA-06
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1 1
KEGG:-

EXTERNAL RESOURCES
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy



https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy
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DOMAIN ARCHITECTURE
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Superfanilies DPBB_R1pA_ERP_N-like superfamily

PLNO3025
List of domain hits ki
-+ Name Accession Description Interval E-value
[+ DPEB_RIpA_EXP_N-like super family 41724 double-psi beta-barrel foid of RIpA. N-terminal demain of expansins, and similar domains; The 33170 4.66e-34
[+ PLN03023 super family ci33621 Expansin-like B1; Provisional 59-286 2.32e-28

>BsyEXLA-06

MAAAVAQLLLLVLTLLCLTVAAAGSPAAPSSSYRCGWCRRRGSSATASILPPDEATG
AACGYGAVMPSAAAGGGFYFAAASAGFFRHGQAACGTCYQLRCRDQASCGQDGV

KVVITDEIETNSTTSAGGGGGGRFLLPRDAFAAMAAVHGDDDDLQPQAVAVDFRRIP
CDLHKDRTMAVKVEETSNNKNRGRLALRFLFLGGQTDIAAVEVAPASSSSY SSSFSW
RHLTRSRRDGVWSTERAPAGPLRLRVVVTAGSGGKWLRADRAVLPADWMPGGVY

DTGLRVTDVAVSTCSCSAGDQDDDKEGHKEEDFR*

CDS (coding sequence)
>BsyEXLA-06

ATGGCCGCCGCCGTCGCGCAGCTGCTGCTTCTAGTTCTAACCCTCCTCTGCCTCAC
GGTGGCCGCCGCCGGATCGCCGGCCGCTCCATCCTCCTCCTACCGCTGCGGCTGG
TGCCGCCGCCGCGGCTCCAGTGCTACCGCCTCCATCCTCCCTCCTGACGAGGCCA
CCGGCGCCGCCTGCGGCTACGGGGCGGTGATGCCATCAGCTGCTGCCGGLCGGCG
GCTTCTACTTCGCCGCCGCCAGCGCCGGCTTCTTCCGCCACGGCCAAGCTGCCTGC
GGCACATGCTACCAGTTGAGGTGCAGAGACCAGGCCTCGTGCGGTCAGGACGGC
GTCAAGGTCGTCATCACCGACGAGATTGAGACCAACAGCACGACATCCGCCGGC
GGCGGCGGTGGCGGGCGGTTCTTGCTTCCCAGGGACGCCTTCGCCGCCATGGCTG
CCGTTCATGGCGATGATGATGATCTGCAGCCGCAGGCAGTTGCCGTGGATTTTAG
GAGGATCCCCTGCGACCTGCACAAGGACAGGACCATGGCCGTGAAGGTGGAGGA
GACGAGCAACAACAAGAACCGCGGCCGCCTCGCGCTCCGGTTCCTCTTCCTGGGC
GGCCAGACCGACATCGCCGCCGTCGAGGTCGCGCCTGCTTCGTCTTCTTCCTATTC
TTCTTCCTTTTCATGGCGGCACCTGACGCGGTCGCGGAGGGATGGAGTGTGGAGC
ACGGAGCGGGCGCCGGCGGGGLCCGCTGCGGCTGCGGGTGGTGGTGACGGCGGGE
TCCGGCGGCAAGTGGCTGCGGGCCGACCGGGCGGTGCTCCCCGCCGACTGGATG
CCCGGCGGGGTGTACGACACCGGGCTCAGGGTCACCGACGTCGCCGTGAGCACTT
GCTCCTGCTCCGCCGGAGACCAAGACGACGACAAAGAAGGCCACAAGGAAGAGG
ACTTCAGATGA



Nucleotide
>BsyEXLA-06

ATGGCCGCCGCCGTCGCGCAGCTGCTGCTTCTAGTTCTAACCCTCCTCTGCCTCAC
GGTGGCCGCCGCCGGATCGCCGGCCGCTCCATCCTCCTCCTACCGCTGCGGLTGG
TGCCGCCGCCGCGGCTCCAGTGCTACCGCCTCCATCCTCCCTCCTGACGAGGCCA
CCGGCGCCGCCTGCGGCTACGGGGCGGTGATGCCATCAGCTGCTGLCCGGLGGLG
GCTTCTACTTCGCCGCCGCCAGCGCCGGCTTCTTCCGCCACGGCCAAGCTGCCTGC
GGCACATGCTACCAGGTGCGCGTCACATCTCAACAAGCTCCATTAATTCTTCGTC
CAGGGTTAGCAAATCCCAATTCTTCAGAGAATTAATTAACAGATTAACCTGTATT
AAGTATTAACTGAACTTGTTCGATCTTGCTGCTGTTGCAGTTGAGGTGCAGAGAC
CAGGCCTCGTGCGGTCAGGACGGCGTCAAGGTCGTCATCACCGACGAGATTGAG
ACCAACAGCACGACATCCGCCGGCGGCGGCGGTGGCGGGCGGTTCTTGCTTCCCA
GGGACGCCTTCGCCGCCATGGCTGCCGTTCATGGCGATGATGATGATCTGCAGCC
GCAGGCAGTTGCCGTGGATTTTAGGAGGATCCCCTGCGACCTGCACAAGGACAG
GACCATGGCCGTGAAGGTGGAGGAGACGAGCAACAACAAGAACCGCGGLCCGCCT
CGCGCTCCGGTTCCTCTTCCTGGGCGGCCAGACCGACATCGCCGCCGTCGAGGTC
GCGCCTGCTTCGTCTTCTTCCTATTCTTCTTCCTTTTCATGGCGGCACCTGACGCGG
TCGCGGAGGGATGGAGTGTGGAGCACGGAGCGGGCGCCGGLCGGGGLCLCGLCTGCGG
CTGCGGGTGGTGGTGACGGCGGGGTCCGGCGGCAAGTGGCTGCGGGCCGACCGEG
GCGGTGCTCCCCGCCGACTGGATGCCCGGCGGGGTGTACGACACCGGGCTCAGG
GTCACCGACGTCGCCGTGAGCACTTGCTCCTGCTCCGCCGGAGACCAAGACGACG
ACAAAGAAGGCCACAAGGAAGAGGACTTCAGATGA





