IDENTIFICATION

Species: Anacardium occidentale
Locus: Anaoc.1114s0004

Gene Model: Anaoc.1114s0004.1.p
Description: AocEXPA-34
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Aoccidentale_ v0_9
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Aoccidentale_v0_9

GENE STRUCTURE
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Query seq.
Superfanilies PLNO0OS0

n Name Accession Description Interval E-value
[+] PLNODOS0 super family 1535 expansin A; Provisional 31-241 5.00e-103
SEQUENCES

Peptide

>A0cEXPA-34

MAMLRLSVACSLSFALLMWMAEARIPGVFTGGEWQSAHATFYGGSDASGTMGIGA
KHALFNNGLSCGACFEIKCASDPKWCHSGSPSIFITATNFCPPNYALPSDNGGWCNPP
RPHFDLAMPMFLKIAEYRAGIVPVSYRRVPCRKRGGIRFTMNGFRYFNLVLVSNVAG
AGDIVQVSVKGTRTGWMSMSRNWGQNWQSNAVLVGQALSFRVRASDRRSSTSWNI
APANWQFGQTFVGKNFRV*

CDS (coding sequence)
>A0CEXPA-34

ATGGCAATGCTGCGTTTGAGTGTAGCTTGCAGTCTGTCTTTTGCGTTGTTAATGTG
GATGGCTGAAGCAAGAATCCCGGGAGTTTTCACCGGCGGTGAATGGCAGAGTGC
CCATGCTACCTTTTATGGTGGTTCTGATGCTTCAGGCACAATGGGTATCGGCGCTA
AGCACGCACTTTTTAACAATGGGTTGAGCTGCGGTGCATGCTTCGAGATCAAGTG
TGCAAGTGACCCAAAATGGTGCCACTCAGGCAGTCCTTCCATTTTCATTACTGCTA
CAAACTTTTGCCCACCAAACTACGCCCTACCAAGCGACAATGGCGGGTGGTGCAA
CCCTCCCCGCCCACATTTTGACCTCGCTATGCCCATGTTTCTCAAGATTGCTGAGT
ACCGTGCCGGAATTGTCCCAGTTTCATACCGCCGGGTGCCGTGCCGGAAGAGGGG
AGGCATAAGGTTCACAATGAACGGTTTCCGTTACTTCAACTTGGTTCTGGTAAGC
AACGTGGCGGGCGCCGGAGACATCGTGCAGGTGAGTGTTAAAGGAACAAGGACG
GGGTGGATGAGCATGAGCCGTAACTGGGGTCAAAACTGGCAGTCAAACGCCGTC
TTGGTTGGTCAAGCTCTTTCCTTCAGAGTCAGGGCAAGTGACAGACGGAGCTCCA
CTTCTTGGAACATCGCTCCCGCCAACTGGCAATTCGGTCAAACATTCGTCGGAAA
GAACTTCAGAGTTTAA

Nucleotide
>A0cEXPA-34

ATGGCAATGCTGCGTTTGAGTGTAGCTTGCAGTCTGTCTTTTGCGTTGTTAATGTG
GATGGCTGAAGCAAGAATCCCGGGAGTTTTCACCGGCGGTGAATGGCAGAGTGC
CCATGCTACCTTTTATGGTGGTTCTGATGCTTCAGGCACAATGGGTATGTTAATTT
CACAGCATACATTGCAGACGAAGAGCTCATTAGCGTTAAGTTTAAGTTTCTGAGT
ATTAGGTCTGAGTAAACTTTTTTTTTTTTTTAAACTGCAGGAGGAGCGTGTGGGTA
TGGTAATTTATACAGCCAAGGCTACGGCGTGAACACAGCGGCGCTAAGCACGCA




CTTTTTAACAATGGGTTGAGCTGCGGTGCATGCTTCGAGATCAAGTGTGCAAGTG
ACCCAAAATGGTGCCACTCAGGCAGTCCTTCCATTTTCATTACTGCTACAAACTTT
TGCCCACCAAACTACGCCCTACCAAGCGACAATGGCGGGTGGTGCAACCCTCCCC
GCCCACATTTTGACCTCGCTATGCCCATGTTTCTCAAGATTGCTGAGTACCGTGCC
GGAATTGTCCCAGTTTCATACCGCCGGTAAGCCCTCTGCCTCCTCTCTGTTTTGCT
CTTTTCAGCTTTTATGTAATTTTTTTTATGGCGATGAATGGTAAATGTTTAATTTCT
CCGGTAACCATATTTCTATGCTTCTATTTTCTTCTGCTGGGGTCTATGTCTAGTGCA
TGCCTTTATGACTTACGTTTATCTTCTGTCAGACACTAACTGTGTTCAAAATTTAC
CAAAACTGTAATTTTTCCGCAACCAAGCTTTGGGAATTCCACATTCTCGTCCCTTC
TTTAAATTAAAAACTTTCCCTCAAAACCCAATTACAGAATCTACATTGACAGGGT
TAATTAGAGGGTTCATTGAACCGTTCATAGTAACTTTCTGTGGTTTGGTCTTTGTC
CCTTTTTCCTCCACGTTTTCTTCCCCACAAAATGGAGCAAGCAAGAAGATTAGAT
GGCGTCTTTTCTTTCTTCCTTTTACAAGAAAAACCCGTCCTTCATAAGTCAACACG
TTCCGACTTTCGAAATTCCCATTTTACTTGCGTTTCATGCATAAACATGTGTCACC
TAATTCACCTCTCCCTCAAGATGCGAAACACTTTTAACATTGCCGTTATTATTATT
AATATTTATAATTTCCGCAGGGTGCCGTGCCGGAAGAGGGGAGGCATAAGGTTCA
CAATGAACGGTTTCCGTTACTTCAACTTGGTTCTGGTAAGCAACGTGGCGGGCGC
CGGAGACATCGTGCAGGTGAGTGTTAAAGGAACAAGGACGGGGTGGATGAGCAT
GAGCCGTAACTGGGGTCAAAACTGGCAGTCAAACGCCGTCTTGGTTGGTCAAGCT
CTTTCCTTCAGAGTCAGGGCAAGTGACAGACGGAGCTCCACTTCTTGGAACATCG
CTCCCGCCAACTGGCAATTCGGTCAAACATTCGTCGGAAAGAACTTCAGAGTTTA
A






