
IDENTIFICATION 

Species: Brachypodium sylvaticum 

Locus: Brasy4G196500 

Gene Model: Brasy4G196500.1.p 

Description: BsyEXPB-15 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy  

https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BsyEXPB-15 

MVARSMVSVTPIWVSFVVFTALAFLLQPCASAVEFHRKLSGLSNGGATWYGASSGA

GSDGGACGYQDAVSQQPFSSMIAAGSPSIYQEGKGCGSCYQVKCTGHQSCSANPVTV

VLTDECPGGPCLEEPVHFDLSGTAFGAMAKPGQADQLRAAGRLQIQYTRVPCNWRG

THIAFKVDAGSNSYYLAMLVEDESGDGDLSAVDLKQSGAAGWAPMARSWGAVWR

FNSGPMLQAPFSVRLTSGSGKILLADNVIPAGWKPGGTYRSVVNY* 

CDS (coding sequence) 

>BsyEXPB-15 

ATGGTCGCCCGGAGCATGGTTTCCGTGACCCCGATATGGGTGTCCTTCGTCGTGTT

CACGGCTCTAGCTTTCCTCCTCCAACCCTGCGCATCAGCAGTCGAGTTCCACCGCA

AGCTCTCCGGCCTGTCCAACGGCGGCGCCACGTGGTACGGTGCCTCCAGCGGCGC

AGGGAGCGATGGTGGTGCGTGCGGATACCAGGACGCCGTCAGCCAGCAGCCGTT

CTCCTCCATGATCGCCGCGGGTAGCCCGTCCATCTACCAGGAAGGCAAGGGCTGC

GGTTCTTGCTACCAGGTGAAATGCACCGGTCACCAGTCTTGCTCCGCCAATCCGG

TGACCGTCGTCCTGACCGACGAGTGCCCTGGCGGGCCGTGCCTGGAAGAGCCCGT

CCACTTCGACCTGAGCGGGACGGCGTTCGGTGCCATGGCCAAGCCCGGCCAGGCC

GACCAGCTCCGCGCCGCCGGCCGCCTCCAGATCCAGTATACTCGGGTCCCGTGCA

ACTGGCGGGGGACGCACATAGCCTTCAAGGTGGACGCCGGCTCCAACTCGTACTA

CCTCGCCATGCTCGTCGAGGACGAGTCCGGCGACGGCGACCTGTCGGCGGTCGAC

CTCAAGCAGAGCGGCGCCGCCGGGTGGGCGCCGATGGCGCGCTCGTGGGGCGCG

GTCTGGAGGTTCAACTCCGGGCCCATGTTGCAGGCGCCCTTCTCTGTCCGCCTCAC

GTCCGGCTCCGGCAAGATTCTCTTGGCCGACAACGTCATCCCCGCCGGCTGGAAG

CCCGGCGGCACATACCGTTCCGTGGTGAACTACTGA 

Nucleotide 

>BsyEXPB-15 

CAGCCCACACACTCTTCACTTCATCTGTCTCATCTTCCTTTGCACTGAAGTGTGAA

GCGATGGTCGCCCGGAGCATGGTTTCCGTGACCCCGATATGGGTGTCCTTCGTCG

TGTTCACGGCTCTAGCTTTCCTCCTCCAACCCTGCGCATCAGCAGTCGAGTTCCAC



CGCAAGCTCTCCGGCCTGTCCAACGGCGGCGCCACGTGGTACGGTGCCTCCAGCG

GCGCAGGGAGCGATGGTAATTGATACATGGACCTGCAGACACGACCATATGTGTT

TAGTCATGGCAGAATTCGTGCACAGATACTAGTGCTAGCAGTATACTTACTGATT

AATTAAGGTCTGCGTTTGCTGTATATATAAATTAAGGTGGTGCGTGCGGATACCA

GGACGCCGTCAGCCAGCAGCCGTTCTCCTCCATGATCGCCGCGGGTAGCCCGTCC

ATCTACCAGGAAGGCAAGGGCTGCGGTTCTTGCTACCAGGTTCGATCGTACCCCT

CGATCGATGCCTGCATGCACGATATACTAAGCACAATTGGTTCACTAGCTTAATT

ACACCATATTCTTCTGAAGGTGAAATGCACCGGTCACCAGTCTTGCTCCGCCAAT

CCGGTGACCGTCGTCCTGACCGACGAGTGCCCTGGCGGGCCGTGCCTGGAAGAGC

CCGTCCACTTCGACCTGAGCGGGACGGCGTTCGGTGCCATGGCCAAGCCCGGCCA

GGCCGACCAGCTCCGCGCCGCCGGCCGCCTCCAGATCCAGTATACTCGGTAATTA

AGCTGTACATATATCTGCTTGTCGTGCACTAGCAGCATGCATGCCTTTTTTTTCCG

CCGGAGCAAGCAATTTTTAATTACGTGCACAACATTTTCACGTACTCACGTGCATT

TCAATGCTTCCGGGACATATTTCTTGTCTTTGCATACGTAAAGGGACGGTCCACGC

AAACGCAATAGTATACCGTATACTGCATTCATGATTATCGACCGACTGACTAACT

GGCTAGCCAGCTGCCGTCTCTTCCTCGATCGCCTTTGGCCTTTTCTAAATCTGTCC

CGGGTCCGTCTGAACGCTGCATGCTGCAGGGTCCCGTGCAACTGGCGGGGGACGC

ACATAGCCTTCAAGGTGGACGCCGGCTCCAACTCGTACTACCTCGCCATGCTCGT

CGAGGACGAGTCCGGCGACGGCGACCTGTCGGCGGTCGACCTCAAGCAGAGCGG

CGCCGCCGGGTGGGCGCCGATGGCGCGCTCGTGGGGCGCGGTCTGGAGGTTCAA

CTCCGGGCCCATGTTGCAGGCGCCCTTCTCTGTCCGCCTCACGTCCGGCTCCGGCA

AGATTCTCTTGGCCGACAACGTCATCCCCGCCGGCTGGAAGCCCGGCGGCACATA

CCGTTCCGTGGTGAACTACTGATAAACCAGCTACTTGTGGAGTTGTGGTTGCACA

CACAAGGAAAGCACGCCCGCGCTCGCCGGATTTACATAGGCGTGGCGCTGCAGG

GCTTAGTTATTTGGAGCTATGGGCGTGGATATGTACGTATGTGTGTGTAATCACC

AATCAGTATCGCGTGTGTCACAAGTGTTTGTGTGCCCCGCACCGTTAATTGGTGC

GTTGCGTACGTGGAGTGTGTTCTGTGTCAGTTTGCGTGGAGTACTATATGAAATA

AAACTTATCAAGGGGGCGTAAGGACGAGGCGCAACGTACGCCACTTTCCCCTTGC

TCTTTCATATTGCAG 




