IDENTIFICATION

Species: Setaria italica

Locus: Seita.9G326300

Gene Model: Seita.9G326300.1.p
Description: SitEXPB-22
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818

EXTERNAL RESOURCES
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DOMAIN ARCHITECTURE
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Query seq,
binding site 4 )
specific hits Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits ol
Name Accession Description Interval E-value

[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 41-162 3.77e-85
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pl and Plil from Lolium perenne. 170-246 1.62e-31

MASSSKAAAFAALLFSLLVTYGSCTRPVNFNESDFTADPNWEAARATWYGAPTGAG
PDDDGGACGFKNVNLPPFSAMTSCGNEPLFKDGKGCGSCYQIRCTNHAACSGNPETV
IHITDMNYYPVAKYHFDLSGTAFGAMAKPGRNDELRHAGIIDIQFKRVPCNYPGQKVT
FHVEEGSNAVYLAVLVEFEDGDGDVVQVDLMEANSGSWTPMRESWGSIWRLDSNH
RLQAPFSVRITNESGRMLVANQVIPANWVPNTYYRSIHQY™*

CDS (coding sequence)
>SItEXPB-22

ATGGCCTCCTCTTCCAAGGCTGCAGCATTTGCTGCACTGCTCTTCTCCCTCCTTGT
CACGTATGGCTCGTGCACTCGGCCGGTGAACTTTAACGAGTCGGACTTCACCGCC
GACCCCAACTGGGAGGCCGCCAGGGCCACCTGGTATGGGGCACCCACCGGLCGCC
GGTCCTGACGACGACGGTGGCGCCTGCGGGTTCAAGAACGTGAACCTGCCACCGT
TCTCGGCGATGACGTCCTGCGGCAACGAGCCACTGTTCAAGGACGGCAAGGGCT
GCGGCTCCTGCTACCAGATACGATGCACCAACCACGCTGCGTGCTCCGGCAACCC
GGAGACGGTGATAATCACCGACATGAACTACTACCCCGTCGCCAAGTACCACTTC
GACCTCAGCGGCACGGCCTTCGGCGCCATGGCCAAGCCAGGCCGCAACGATGAG
CTCCGCCATGCCGGCATCATCGACATCCAATTCAAGAGGGTGCCCTGCAACTACC
CCGGCCAGAAGGTGACGTTCCACGTCGAGGAGGGCTCGAACGCCGTCTACTTGGC
GGTGCTCGTCGAGTTCGAAGACGGCGACGGCGATGTGGTGCAGGTGGACCTCAT
GGAAGCCAACTCCGGGTCATGGACTCCGATGCGCGAGTCCTGGGGATCCATCTGG
AGGCTGGACTCCAACCACCGGCTGCAGGCGCCCTTCTCAGTGCGCATCACCAACG
AGTCCGGCAGGATGCTGGTGGCCAACCAGGTCATCCCGGCCAACTGGGTGCCCA
ACACCTATTACCGCTCCATCATCCAGTACTAG

Nucleotide
>SitEXPB-22

ACCGAATCTTAGTGTCTGCTCGGTACTAGCAGTAGCTATACCTTCAGTAGATCTTA
AGCTTGGAGTAGAATTTGTGTTTGCTGCACTGAGCTAAGATGGCCTCCTCTTCCAA
GGCTGCAGCATTTGCTGCACTGCTCTTCTCCCTCCTTGTCACGTATGGCTCGTGCA



CTCGGCCGGTGAACTTTAACGAGTCGGACTTCACCGCCGACCCCAACTGGGAGGC
CGCCAGGGCCACCTGGTATGGGGCACCCACCGGCGCCGGTCCTGACGACGACGG
TACGTAATTCTCGGTCATGGCTACGTATGGGTATTGGCGTATTGCTGAATGCCGC
ATTTTTGGACGATTAATAAACTAACTCTGCATGCATGCCCTTGGCGACCCATCTTT
TTTTGTGCAGGTGGCGCCTGCGGGTTCAAGAACGTGAACCTGCCACCGTTCTCGG
CGATGACGTCCTGCGGCAACGAGCCACTGTTCAAGGACGGCAAGGGCTGCGGCT
CCTGCTACCAGGTACGTAGACTTTTCCGTCTCTGCCGTGTCGTGGAAAACAGGAA
AAGGATACCGATCCGAAAGCTTATTTGAGGTACATGCAGTTGTTGTTTTCACTAA
CTCCATTTGTTGCTCCTCTTCTTCAGATACGATGCACCAACCACGCTGCGTGCTCC
GGCAACCCGGAGACGGTGATAATCACCGACATGAACTACTACCCCGTCGCCAAG
TACCACTTCGACCTCAGCGGCACGGCCTTCGGCGCCATGGCCAAGCCAGGCCGCA
ACGATGAGCTCCGCCATGCCGGCATCATCGACATCCAATTCAAGAGGTGGGTACC
ATGCATTGCTGCTCGTTGCACAGAGCCGCAGAACAGAATCATTAGCTCGACCGTC
TAGCTTACCTGTTCTGTGGAGCCCTTGTACTTTTGCTCAACCGATTTTGACGACAC
GACAGCCAGTTTTAAATGGGGGGCTGGGGCCCACGTAGATTCGCAGAAATATTTA
GTACCAGTACTTCCAATTCACTCCGAATTTGGAGTCTGCATGCACTGTGGATCGA
CAAAGGTTGCTTAATTTGAAGCCTAATCCATGTCCAAACGCACCACATGGCTTGT
TCCTGCAGGGTGCCCTGCAACTACCCCGGCCAGAAGGTGACGTTCCACGTCGAGG
AGGGCTCGAACGCCGTCTACTTGGCGGTGCTCGTCGAGTTCGAAGACGGCGACGG
CGATGTGGTGCAGGTGGACCTCATGGAAGCCAACTCCGGGTCATGGACTCCGATG
CGCGAGTCCTGGGGATCCATCTGGAGGCTGGACTCCAACCACCGGCTGCAGGCGC
CCTTCTCAGTGCGCATCACCAACGAGTCCGGCAGGATGCTGGTGGCCAACCAGGT
CATCCCGGCCAACTGGGTGCCCAACACCTATTACCGCTCCATCATCCAGTACTAG
CTCATGCATGATCTGGTTCTGCCAACAATAATGCGGTCACTGATAGATTTTCGATT
CATTTGGTACTATTTCGTTGTTCCATTGGATTGAGGTGCCTTAATTAGTTAGTAGG
TGAGGTATCAGGAGTCCGGCTATGCTGGCATCAGTAGGAGTTGTTTGTGTCTGTA
AGAGATTGACGTGTGGGAAATAGAGGAGGCAAGTTTGCATGTGCTTTCCCGGCCC
ACTGTCTATGAATGTAATGGTGTGATCAAGGTTTTAAATTATAAACACTGTTTTGT
GCACC



