IDENTIFICATION

Species: Theobroma cacao

Locus: Thecc.01G385000

Gene Model: Thecc.01G385000.1.p
Description: TcCEXPB-02

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Tcacao_v2_1
KEGG: https://www.genome.jp/entry/gn:T02994

EXTERNAL RESOURCES
https://www.cacaogenomedb.org/
https://cocoa-genome-hub.southgreen.fr/node/4
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DOMAIN ARCHITECTURE
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List of domain hits d
Name Accession Description Interval E-value

[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins ... 44-165 1.25e-78
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, Pll and P1Il from Lolium perenne. 173-250 1.42e-28

MAFVLRNMFSLFTFVATFSLLFNSCYCFYPKLLNASLAATESDWSPAGATWYGSPTG
AGSDGGACGYGAAVEQGPFSAMVSAGGPSLFKSGKGCGACYEVKCTTNSACSENPV
TVAITDECPGCVSESVHFDLSGTAFGAMAKSGQAEQLRNAGVLQIQYRKVKCNYPG
KTIAFHVDAGSNPNYFATLVEYENGDGDLGSVDLKQALDSDTWLPMQQSWGAVWK
LDAGSRLRSPFSIRLTSLDSRQTLVAAGVIPAGWEPGQTYRSVVNFNG*

CDS (coding sequence)
>TcEXPB-02

ATGGCTTTCGTTCTTCGAAACATGTTCTCTCTTTTCACTTTTGTAGCCACATTTTCT
CTGTTATTCAACTCCTGTTACTGCTTCTACCCTAAGCTCCTTAATGCCTCATTGGC
AGCAACTGAGTCTGATTGGTCCCCAGCCGGAGCAACGTGGTATGGCAGCCCCACA
GGGGCTGGAAGTGATGGTGGAGCTTGTGGGTATGGGGCTGCTGTGGAGCAAGGC
CCATTTTCTGCAATGGTGTCGGCTGGAGGTCCTTCCCTATTCAAATCTGGCAAAGG
ATGTGGAGCCTGTTACGAGGTCAAGTGCACGACAAATTCAGCCTGCTCGGAAAAT
CCTGTGACTGTAGCTATCACCGATGAATGCCCTGGCTGTGTCTCGGAGTCCGTTCA
TTTTGATTTAAGTGGTACTGCATTTGGTGCCATGGCAAAGTCTGGCCAGGCTGAG
CAACTCCGTAACGCAGGAGTCTTGCAGATTCAATATAGAAAAGTGAAATGTAACT
ACCCCGGAAAAACCATTGCCTTTCACGTTGATGCCGGCTCCAACCCTAACTATTTC
GCCACCTTAGTTGAATATGAAAATGGGGATGGTGACCTTGGTTCAGTTGACCTCA
AACAGGCGCTTGACTCTGACACCTGGCTTCCCATGCAACAATCCTGGGGTGCAGT
TTGGAAACTCGACGCCGGCTCGAGGTTGCGGTCTCCGTTCTCCATCAGGCTAACA
TCGCTTGACTCTCGCCAGACCCTTGTGGCAGCCGGTGTCATTCCTGCTGGTTGGGA
ACCCGGACAAACCTATAGATCAGTCGTTAATTTTAATGGCTAA

Nucleotide
>TcEXPB-02

CCAAGCTTAAACCTGCATTTGAGCTAGCTTTGCTAATTCCTCTTACTAAAGACAGT
AGTTTCTTTGATCGAAGTGTTCATGGCTTTCGTTCTTCGAAACATGTTCTCTCTTTT
CACTTTTGTAGCCACATTTTCTCTGTTATTCAACTCCTGTTACTGCTTCTACCCTAA



GCTCCTTAATGCCTCATTGGCAGCAACTGAGTCTGATTGGTCCCCAGCCGGAGCA
ACGTGGTATGGCAGCCCCACAGGGGCTGGAAGTGATGGTAATAATGAGCATGGA
GAATGATAGAGACTATGTATACATAGATTATTGTTTAATTTTATTAACTTTAACTC
TTTTTTTTTGTGTATCTAGGTGGAGCTTGTGGGTATGGGGCTGCTGTGGAGCAAGG
CCCATTTTCTGCAATGGTGTCGGCTGGAGGTCCTTCCCTATTCAAATCTGGCAAAG
GATGTGGAGCCTGTTACGAGGTGACATGCAATTTTTGCATATATATATATATATAT
ATATATATTATCACAATATCCGTATACTTTTTAACTTCATCAGTATGTTATCATGC
CTCATTACTTTGTACTCCATAATATGTCTGTCAGTTCGAAAAGATTGATAAACTTT
CTTCGAGTACATGATGATTCTCCGTATACATATTCTTCCTTTTATATGCCAATATA
CTTTTTCCTACTCTAGCATGCAAAGGGTGCTTTTCAATGTTGTTTAACATGTATAA
TATGGTTTAATTTCAGGTCAAGTGCACGACAAATTCAGCCTGCTCGGAAAATCCT
GTGACTGTAGCTATCACCGATGAATGCCCTGGCTGTGTCTCGGAGTCCGTTCATTT
TGATTTAAGTGGTACTGCATTTGGTGCCATGGCAAAGTCTGGCCAGGCTGAGCAA
CTCCGTAACGCAGGAGTCTTGCAGATTCAATATAGAAAGTAAGATTCTACGTACG
TTTCTATGCGTGTGGGGTTTGTTGTTGGGACTTGGGGGAGATTAGAAACAGAGGA
TGAGAATTTAGAAGCAGTATGACATTGTTGTACAAGTTTTCCATGAAGAATTTAA
TCCTCACCCTGCAGGAAAAAATGAAGAAGAAATGTCTTTATGTCAAGGAATTGAC
TTTGACAAACCAAGCCTATTGCCTATGGGATTAGTTTATTCTTCAAATAATTTGAA
ATTTTCATTTCGCTGTCAAATTCTCAACATTTTGTAATCATTCTGGTCATTGACGA
AAAATTGGTTTGCAGAGTGAAATGTAACTACCCCGGAAAAACCATTGCCTTTCAC
GTTGATGCCGGCTCCAACCCTAACTATTTCGCCACCTTAGTTGAATATGAAAATG
GGGATGGTGACCTTGGTTCAGTTGACCTCAAACAGGCGCTTGACTCTGACACCTG
GCTTCCCATGCAACAATCCTGGGGTGCAGTTTGGAAACTCGACGCCGGCTCGAGG
TTGCGGTCTCCGTTCTCCATCAGGCTAACATCGCTTGACTCTCGCCAGACCCTTGT
GGCAGCCGGTGTCATTCCTGCTGGTTGGGAACCCGGACAAACCTATAGATCAGTC
GTTAATTTTAATGGCTAAGGCCCGCCCCTCTATCTGTACGCTTGTATTCCTCGTTT
AATACTGTACTGTTGGCGAGTTTTAAGTCAACATGAAGATATTCTTCCATGTCTTA
ATTGCTTGATTATGTATGTTAATGGGAGAATTATTAATAAAATATAGTTGATAGTT
TTGTTTGAC





