IDENTIFICATION

Species: Sphagnum fallax

Locus: Sphfalx0006s0054

Gene Model: Sphfalx0006s0054.1.p
Description: STEXPB-01

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5

GENE STRUCTURE

SfEXFB-01
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE
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Superfanilies BPEE_R1pA_ERP_N-1ike superfamily
PLN#SI23

List of domain hits d
+ Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-like super family cl41724 double-psi beta-barrel fold of RIpA. N-terminal domain of expansins, and similar domains; The 43-166 1.52e-40
[+ PLN03023 super family cI33621 Expansin-like B1; Provisional 74-272 2.16e-33
Peptide

>SfEXPB-01

MAAFIIPGRSTRRFIVALLVLVCSIAGHLPLHSCQENYYDPEWKPAGGTWYGDPDGD
GSDGGACGYGVLSTSPYGSSIAAGNSPLFLNGSGCGVCYEVKCNHTDLCKPTATDVV
ITDLCPGGAFCDGSFPHFDLSGNAISNMAISGQEEALRTVAVYDLLYRRIPCSYPGOQONI
SFTVDSGSNPFWFSLIVKYEGGPGDIQAVQIKQAGNDSGWQAMTQNWGANWMVQS
NTGSALQGPLSIRLATQLTGQVVVAADVIPAGYDPGATYESSVQF*

CDS (coding sequence)
>SfEXPB-01

ATGGCAGCTTTTATAATTCCTGGACGCAGCACTAGACGTTTCATAGTGGCTCTGCT
AGTACTAGTATGCAGCATTGCTGGTCATCTGCCTTTGCATTCTTGCCAGGAGAATT
ACTACGATCCCGAGTGGAAGCCAGCTGGTGGAACTTGGTATGGAGATCCTGATGG
AGATGGGTCAGATGGAGGTGCATGTGGGTATGGAGTGCTTTCTACTTCACCATAC
GGAAGCAGCATTGCCGCCGGGAACTCGCCCCTATTTCTGAACGGATCAGGCTGCG
GAGTCTGTTACGAGGTCAAGTGTAACCACACCGACCTCTGCAAGCCGACTGCTAC
CGATGTGGTCATCACAGACTTGTGTCCGGGAGGTGCTTTCTGTGATGGTAGCTTCC
CCCACTTCGATCTCAGTGGAAATGCGATTAGCAACATGGCCATTTCTGGCCAGGA
AGAAGCTCTCCGAACCGTCGCCGTTTATGATCTTCTCTACAGAAGGATTCCGTGCT
CGTATCCGGGACAAAACATTAGCTTCACAGTGGATTCTGGGTCCAACCCATTCTG
GTTTTCACTCATTGTCAAGTACGAGGGCGGTCCAGGAGACATCCAAGCTGTTCAA
ATCAAGCAGGCTGGAAACGACTCTGGGTGGCAGGCGATGACACAGAACTGGGGT
GCGAACTGGATGGTGCAATCCAACACGGGATCGGCGCTTCAAGGCCCACTTTCCA
TTCGCTTGGCTACACAGCTAACTGGGCAAGTGGTCGTGGCTGCGGATGTCATACC
CGCCGGATATGATCCCGGGGCCACTTACGAATCCTCGGTCCAGTTCTAG

Nucleotide
>STEXPB-01

ATGGCAGCTTTTATAATTCCTGGACGCAGCACTAGACGTTTCATAGTGGCTCTGCT
AGTACTAGTATGCAGCATTGCTGGTCATCTGCCTTTGCATTCTTGCCAGGAGAATT
ACTACGATCCCGAGTGGAAGCCAGCTGGTGGAACTTGGTATGGAGATCCTGATGG
AGATGGGTCAGATGGTAAGTTGATCAAATTAATGCGGAGGTAGTTGATCTCAGAA



CCCTTTTTTCCAGTTCGACTAGCAAGGGAACTAGAGTTGCAGAATCTGCTTTATAC
TATGGTACAGACATGACTTGGGTTTCTTTCTTTCTTTTTTTGGCGGGATTGCAGGA
GGTGCATGTGGGTATGGAGTGCTTTCTACTTCACCATACGGAAGCAGCATTGCCG
CCGGGAACTCGCCCCTATTTCTGAACGGATCAGGCTGCGGAGTCTGTTACGAGGT
CAAGTGTAACCACACCGACCTCTGCAAGCCGACTGCTACCGATGTGGTCATCACA
GACTTGTGTCCGGGAGGTGCTTTCTGTGATGGTAGCTTCCCCCACTTCGATCTCAG
TGGAAATGCGATTAGCAACATGGCCATTTCTGGCCAGGAAGAAGCTCTCCGAACC
GTCGCCGTTTATGATCTTCTCTACAGAAGGTAAACAATCAACCTCATGATCATCGT
CAGATGTTAGAATCCCCCACAAGAATACAAGTATGTCGCATTCAACCGAATGCAA
ATCTTACTTGCTATCATGAATCCTGATAAGCATCGGGGTTGCCAGATCTTCTATAG
TTAAGAGTAAATCCTTGGGGGAGTAAATTCTTTGGGAGAAAATCATTAACTAGAC
AGCTAAGTGGAATCCTATTGCGAACCTGTACTAGGATTCCGTGCTCGTATCCGGG
ACAAAACATTAGCTTCACAGTGGATTCTGGGTCCAACCCATTCTGGTTTTCACTCA
TTGTCAAGTACGAGGGCGGTCCAGGAGACATCCAAGCTGTTCAAATCAAGCAGG
TAAACTATAACTAGTACTCAAGCTAGCTGATCATATATATGCTTGCATGCTTGCA
GCATGTTATATACGTAATTAAATTGTTGCAAATTTGTTATTAAATCTAGACTCGAC
GATTTTCTCTTTGGATCTAGCTGCTGCTAAAATATAAACATGCTATTCCTCTGCAT
GCATGGGATGCTGCTGCTCCGCTGCAGGCTGGAAACGACTCTGGGTGGCAGGCG
ATGACACAGAACTGGGGTGCGAACTGGATGGTGCAATCCAACACGGGATCGGCG
CTTCAAGGCCCACTTTCCATTCGCTTGGCTACACAGCTAACTGGGCAAGTGGTCG
TGGCTGCGGATGTCATACCCGCCGGATATGATCCCGGGGCCACTTACGAATCCTC
GGTCCAGTTCTAG




