IDENTIFICATION

Species: Salix purpurea

Locus: Sapur.019G097700

Gene Model: Sapur.019G097700.1.p
Description: SprEXPB-03

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Spurpurea v5 1
KEGG:-
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Specific hits Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 422275 N-terminal double-psi beta-barrel fold domain of the beta-expansin sutfamily, Beta-expansins ... 34-157 5.36e-68
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and Plll from Lolium perenne. 165-241 1.32e-27

>SprEXPB-03

MQLSGLYVMVFLKCFLAVSGQQIHSQHKVPDLHWKPATATWYGSPEGDGSDGGAC
GYGSLVDVKPLRARVGAVSPVLFKNGEGCGACYKVRCLDKSICSRRAVTIIVMDECP
GGYCSNGNTHFDLSGAAFGRMAISGENGLLRNKGILPVIYRRTPCKYPGKNIAFHVNE
GSTDYWLSLLVEFEDGDGDVGSMHIREAGGTEWLEMTHVWGANWCIVRGPLKGPF
SVKLTTLATGRTLSAREVIPRNWAPKATYTSRLNFLH*

CDS (coding sequence)
>SprEXPB-03

ATGCAGCTCTCGGGGTTATATGTTATGGTGTTCTTGAAGTGCTTTTTGGCTGTCTC
TGGCCAGCAAATTCATTCTCAACATAAAGTGCCTGACTTACACTGGAAACCGGCC
ACTGCAACCTGGTATGGCAGTCCTGAAGGTGATGGTAGTGACGGAGGGGCCTGT
GGGTACGGGTCATTGGTGGACGTGAAGCCATTGAGGGCCAGAGTTGGTGCAGTG
AGCCCAGTGCTCTTCAAGAATGGCGAAGGATGTGGGGCATGCTACAAAGTTAGG
TGCCTAGACAAGAGCATATGCTCAAGAAGAGCAGTGACCATAATTGTTATGGATG
AGTGTCCAGGTGGGTATTGCTCCAATGGTAACACCCACTTCGATCTTAGTGGTGC
AGCCTTTGGTCGGATGGCTATTTCCGGTGAGAATGGTCTGCTCAGGAACAAGGGT
ATACTCCCGGTCATTTATCGGCGGACCCCATGTAAGTACCCAGGGAAGAACATTG
CCTTCCATGTCAATGAAGGCTCGACAGATTATTGGCTATCCCTTCTAGTAGAGTTT
GAAGATGGAGATGGCGATGTTGGATCGATGCATATACGAGAAGCAGGTGGCACT
GAGTGGCTAGAGATGACTCACGTATGGGGTGCAAATTGGTGTATTGTCAGGGGAC
CCTTGAAAGGACCGTTCTCCGTGAAATTAACGACACTAGCAACGGGAAGAACAC
TGTCAGCAAGAGAAGTGATTCCAAGAAACTGGGCTCCGAAAGCTACTTACACCTC
CAGGCTCAATTTCCTCCATTGA

Nucleotide
>SprEXPB-03

GAAATCACTTAAACAACAACACCACTTTAGTAAATAGTAAGTGAGTGAAGTGTTT
TTGTTTCAAAGAAACAACAAAAACTGTCGGCAGAGGTTGTAAAAACTGTTTCTTT
AACTGTTTTTCTTGGGTTCTCCGCCTGGGAAGCGATATTGTAAAGTAGAGATAGT



GGTGGCGGTGATTGGTGGCGCCGCCCGTTTCGTAGAGAGACCATTTGGTGCAAAG
ACCCTTTCGGCTCACAATGCAGCTCTCGGGGTTATATGTTATGGTGTTCTTGAAGT
GCTTTTTGGCTGTCTCTGGCCAGCAAATTCATTCTCAACATAAAGTGCCTGACTTA
CACTGGAAACCGGCCACTGCAACCTGGTATGGCAGTCCTGAAGGTGATGGTAGTG
ACGGTGAGTGCTCACTTTATGTGCCCGGTATTGTTTTTCCAATTTTGTGATTTTTGG
TGCAGCATTTTTTTTTCATCTTGGATCTCTTTTTCTTTGTTTTCATGGTGGTCAAAC
TCGGTGACTTGACTCACTTTTCGCCTCGACCACTAGCTTGGTACAAGTTGATGGGG
AAAGTCATTTTTTACTTTCTCTTGTATTTTTTTTATCTATTTAATTACTGTTGATAA
AGAAACCATGTTCTCTCTCTTTTGTAAAGAGACGGCGTGTACTCAGCGTAGCAAT
TTTGGCACCATGTTTCTTAATTAAGCTCTCACATTCCCAAAACCTAAACTTGCATC
CCTAAATTATGTGACAACATGTAATGTCTGCAGGAGGGGCCTGTGGGTACGGGTC
ATTGGTGGACGTGAAGCCATTGAGGGCCAGAGTTGGTGCAGTGAGCCCAGTGCTC
TTCAAGAATGGCGAAGGATGTGGGGCATGCTACAAAGTTAGGTGCCTAGACAAG
AGCATATGCTCAAGAAGAGCAGTGACCATAATTGTTATGGATGAGTGTCCAGGTG
GGTATTGCTCCAATGGTAACACCCACTTCGATCTTAGTGGTGCAGCCTTTGGTCGG
ATGGCTATTTCCGGTGAGAATGGTCTGCTCAGGAACAAGGGTATACTCCCGGTCA
TTTATCGGCGGTATGGATGGCAATAATCTTCTCCCTTTCTAGTTTACCCGCCTGTC
TCACTTCTCTTGATAATTTTGGTTTTTTTCCTTAATAGTTCTTTTTAAAAATGAAAT
AAAACCCCTTTTTGTAGGACCCCATGTAAGTACCCAGGGAAGAACATTGCCTTCC
ATGTCAATGAAGGCTCGACAGATTATTGGCTATCCCTTCTAGTAGAGTTTGAAGA
TGGAGATGGCGATGTTGGATCGATGCATATACGAGAAGTAAGCAATCTTCTTCCT
TAATTTCTGTTGTTATTCATTACATCTCGGACTTTAGGCTCCGGAATCTTGGCCAT
GTCTAACTTTGTGGAGTGCAAAGTGAGATGCCATTTACTTCATGGGTCATGACTC
GACAAAGGTGCAAATAATATTGTCATCTTTTAGGGGTGCTGTTCCTGCTAAAGTG
CTTCTTCGAAAGTGTTCACTTTCACTTTAAAATAAAAAAGAACTGCCTAAACGTG
CTAAATCCAAGTAGTGCCCTCGCATGAAAAGCAAGTGTAATGCTAATTTTAGAAC
TTTTAGTTTGATTGGCAAGACATTATTTATACTAATATTTTGAAACGACAACACCT
TGTAGTCAGTCAAATGGCATGGCCCAGCATCACCCCATTTCCCCCATCTTTGTTGG
GTAAACCCCAAAAGCACTTTGTTTCCTGCTTGGGTTTTCTCTCCTGTATTTTAGTAT
TTTCTTGACTCGTTGCATAAATGGGCCACTCTCTGCAATTCAAGAACATGAAAAG
GGAAATCTAAGGACTTGGTGGATTCTAGTTTCTGAAAAGAGATCTGGATAATGAA
TGAAAAACAGGGTATAAATCTCAATATTCAAATAGAAATTATATATGCAGATCTC
ACATGATTTTGCGTTTCTAATTGACAGGCAGGTGGCACTGAGTGGCTAGAGATGA
CTCACGTATGGGGTGCAAATTGGTGTATTGTCAGGGGACCCTTGAAAGGACCGTT
CTCCGTGAAATTAACGACACTAGCAACGGGAAGAACACTGTCAGCAAGAGAAGT
GATTCCAAGAAACTGGGCTCCGAAAGCTACTTACACCTCCAGGCTCAATTTCCTC
CATTGATACAGCTTCAAGCTTTTCTTGGTGTGAAATCACATGAGAGAAACAAACA
AGCCCATTTCTATGACAGGAAAACGTGCCTTGTTGTTCCCTTGAAACAAAAGTAG
CCGTTCACTGGTGTGGTGTTTTTTTTTTTTTATATATATATAGAAAAGTAGCCGTT
GGATTGCATAATGGCATCCAAAGCTCTTTTTTCTTTTTCTCTTTTTCAGCGAGTGTT
TTGATCTTTGCCCCCCTACTTTTGTAGTGTGAAAGTGTTTTAATTTAGATCGTCAA
TGTAGCCCTCTCCAAAGGAGAGAGAGCGTATGATATTATGTATTTCATGTTTGTGT
AAGTTTCTTAGGCCATTTGGGTCATCAATGAATCTGGACCGTTGAATGTTATTAGA
GATAGTACATGGTGGGACCTTGTTCATCATTTTTTCACTTCCATCTCATTGTTTTTC
AGTACCTTTTATCGAACAGAAATTAAATGGTTGCATAGTTGAATGCCTG




