IDENTIFICATION

Species: Boechera stricta

Locus: Bostr.23794s0313

Gene Model: Bostr.23794s0313.1.p
Description: BosEXPA-17
Family: Alpha Expansin

3D structure:
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Query seq,
Superfanilies PLN0O0050

+ Name Accession Description Interval E-value
[+] PLN00050 super family 31535 expansin A, Provisional 33-260 8.49e-120
SEQUENCES

Peptide

>BosEXPA-17

MTATAFRIGLWLAVTASFLLAATNAKIPGVYSGGPWQNAHATFYGGSDASGTMGGA
CGYGNLYSQGYGVNTAALSTALFNNGFSCGACFEIKCTDDPRWCVPGNPSILVTATN
FCPPNFAQPSDDGGWCNPPREHFDLAMPMFLKIGLYRAGIVPVSYRRVPCRKIGGIRF
TVNGFRYFNLVLVTNVAGAGDINGVSVKGSKTDWVRMSRNWGQNWQSNAVLIGQS
LSFRVTASDRRSSTSWNVAPPTWQFGQTFSGKNFRV*

CDS (coding sequence)
>BosEXPA-17

ATGACGGCGACTGCGTTTCGGATTGGCTTGTGGTTGGCCGTTACGGCTTCCTTTCT
CTTAGCCGCTACAAACGCCAAAATCCCCGGCGTTTACAGCGGCGGACCGTGGCAG
AACGCACACGCCACTTTCTACGGCGGTAGTGACGCCTCTGGAACCATGGGCGGCG
CGTGTGGGTACGGGAACTTATACAGCCAAGGATACGGTGTGAATACGGCGGCGC
TGAGCACTGCTCTGTTCAACAACGGCTTTAGCTGTGGTGCTTGTTTTGAGATCAAG
TGTACCGACGACCCGAGATGGTGTGTTCCGGGAAATCCGTCGATTCTTGTGACGG
CGACGAACTTTTGTCCGCCGAATTTCGCTCAACCGAGTGACGACGGAGGATGGTG
CAATCCGCCGCGAGAGCACTTTGATCTGGCTATGCCTATGTTCCTCAAGATCGGT
CTGTACCGTGCAGGCATTGTCCCCGTCTCCTATCGCAGGGTACCTTGTCGGAAGA
TAGGAGGGATAAGATTCACAGTAAACGGGTTCAGATACTTTAATCTTGTTCTGGT
AACCAACGTTGCCGGCGCTGGAGATATCAACGGAGTTAGCGTAAAGGGATCAAA
GACAGATTGGGTGAGGATGAGTCGGAACTGGGGACAGAACTGGCAGTCCAACGC
CGTCCTCATCGGCCAATCACTCTCTTTCAGAGTCACCGCCTCTGACCGACGTTCCT
CCACCTCGTGGAACGTTGCTCCTCCCACGTGGCAGTTTGGTCAGACTTTCTCCGGC
AAAAACTTCCGAGTCTGA

Nucleotide
>BosEXPA-17

CACATCTCTCTCTCCCTCACTTATTAACTCAATGACGGCGACTGCGTTTCGGATTG
GCTTGTGGTTGGCCGTTACGGCTTCCTTTCTCTTAGCCGCTACAAACGCCAAAATC
CCCGGCGTTTACAGCGGCGGACCGTGGCAGAACGCACACGCCACTTTCTACGGCG
GTAGTGACGCCTCTGGAACCATGGGTATATATACTCACTAGTCACTACCTTACCA



AATTCACCATTATCAATTTCATTTCATATATAACCATAAATTATGATTCTCTAACT
TCTTCTTGTTTGATAAAGTTCCTAACGTTTTGTGCTCTGTTTTTTGTTTTTGGCGCG
TGGGGTTTGAAAGGCGGCGCGTGTGGGTACGGGAACTTATACAGCCAAGGATAC
GGTGTGAATACGGCGGCGCTGAGCACTGCTCTGTTCAACAACGGCTTTAGCTGTG
GTGCTTGTTTTGAGATCAAGTGTACCGACGACCCGAGATGGTGTGTTCCGGGAAA
TCCGTCGATTCTTGTGACGGCGACGAACTTTTGTCCGCCGAATTTCGCTCAACCGA
GTGACGACGGAGGATGGTGCAATCCGCCGCGAGAGCACTTTGATCTGGCTATGCC
TATGTTCCTCAAGATCGGTCTGTACCGTGCAGGCATTGTCCCCGTCTCCTATCGCA
GGTACCGTTTTGGTTTCGCCGGCTATTATCTAATTTGGTGAATCAATAAGAATTTA
ACTGAAAATTATACGGTGAAGAAGAAATTACACAAAGAACCATATGGATAATAG
TGACTTTTGCAAATCTAGATTATGTTAAACGAGATTAATATTTTGAAGGGAAATA
GTGTTTTATTGTGAATAAACAAATTAGAGGCTTTACTGTTTGATTATTCGCTATAA
TATGCTAGAAAAATATAGATTTTTACAAACATAAACATTTTTTCATGTTGAAATA
GACGTTTTTAAATTTTCTTATTGAAATAGATATTTTTCGATATTCAAAATTAAAAT
AAACCCCTTTATAAATCTATAGACTCTTTTTTTTCTAAAATGCCTAAATGTCTTAA
TTTTTTCTATAGTCGTATTTTCACAATATTTTTTTTTTAGGTTCTCTTTTTCATTTAA
TTTAAAAGATATTTATACCGACTACCGAACATGTTCTCTTATTATTATCCCTGTGT
TTTGTTTTCCTCTAGGGTTCTAGCACTTTTAGATAACGGCCTATGAGTTTCAGTGG
TTCAGAAACTGAAACCATCACTCTCAAATCTCAACTATTATTAATATTTTTTGTTT
TTTACTGAAACATTTTAAATACCAATTATTTTATAGTATTTCAATTATCTTTTCGGG
AAAAGAAGCAGGACACATAGACACAGTAACCCAGAGATCCATCTCTCTTTATCTC
TTCTTGTCTTGTTGTTAATAATTGTCTGAACTCTGTTTCCTCTGAAGGGTACCTTGT
CGGAAGATAGGAGGGATAAGATTCACAGTAAACGGGTTCAGATACTTTAATCTTG
TTCTGGTAACCAACGTTGCCGGCGCTGGAGATATCAACGGAGTTAGCGTAAAGGG
ATCAAAGACAGATTGGGTGAGGATGAGTCGGAACTGGGGACAGAACTGGCAGTC
CAACGCCGTCCTCATCGGCCAATCACTCTCTTTCAGAGTCACCGCCTCTGACCGAC
GTTCCTCCACCTCGTGGAACGTTGCTCCTCCCACGTGGCAGTTTGGTCAGACTTTC
TCCGGCAAAAACTTCCGAGTCTGAAGTTTGAACCACACCCAAAGAATCAACCGTT

TTTTCAATGAAGACAAACAATTCTCAGATGTTATTTTATTTTTAATATGGGAGACA
GAAACAAGAAGAGATCAGACATCATTTTCCAGCCCTGGGTTTTCCCTTTAATATTT
CTCGGGAAAATTCCGGTGGCTTCGGGAAAGTATTTACGTTTTTTAGTATTATCAGC

AAAACGTTTTTTAGCATTATCAGCAAATTTTCTTTTATAAACAGTCTATGATTGAA
TCTGATGGACCGTGTAATGGGCCATTGGGCCAAGTTTTTTTATATATA





