
IDENTIFICATION 

Species: Boechera stricta 

Locus: Bostr.23794s0313 

Gene Model: Bostr.23794s0313.1.p 

Description: BosEXPA-17 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstricta_v1_2  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Bstricta_v1_2


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BosEXPA-17 

MTATAFRIGLWLAVTASFLLAATNAKIPGVYSGGPWQNAHATFYGGSDASGTMGGA

CGYGNLYSQGYGVNTAALSTALFNNGFSCGACFEIKCTDDPRWCVPGNPSILVTATN

FCPPNFAQPSDDGGWCNPPREHFDLAMPMFLKIGLYRAGIVPVSYRRVPCRKIGGIRF

TVNGFRYFNLVLVTNVAGAGDINGVSVKGSKTDWVRMSRNWGQNWQSNAVLIGQS

LSFRVTASDRRSSTSWNVAPPTWQFGQTFSGKNFRV* 

CDS (coding sequence) 

>BosEXPA-17 

ATGACGGCGACTGCGTTTCGGATTGGCTTGTGGTTGGCCGTTACGGCTTCCTTTCT

CTTAGCCGCTACAAACGCCAAAATCCCCGGCGTTTACAGCGGCGGACCGTGGCAG

AACGCACACGCCACTTTCTACGGCGGTAGTGACGCCTCTGGAACCATGGGCGGCG

CGTGTGGGTACGGGAACTTATACAGCCAAGGATACGGTGTGAATACGGCGGCGC

TGAGCACTGCTCTGTTCAACAACGGCTTTAGCTGTGGTGCTTGTTTTGAGATCAAG

TGTACCGACGACCCGAGATGGTGTGTTCCGGGAAATCCGTCGATTCTTGTGACGG

CGACGAACTTTTGTCCGCCGAATTTCGCTCAACCGAGTGACGACGGAGGATGGTG

CAATCCGCCGCGAGAGCACTTTGATCTGGCTATGCCTATGTTCCTCAAGATCGGT

CTGTACCGTGCAGGCATTGTCCCCGTCTCCTATCGCAGGGTACCTTGTCGGAAGA

TAGGAGGGATAAGATTCACAGTAAACGGGTTCAGATACTTTAATCTTGTTCTGGT

AACCAACGTTGCCGGCGCTGGAGATATCAACGGAGTTAGCGTAAAGGGATCAAA

GACAGATTGGGTGAGGATGAGTCGGAACTGGGGACAGAACTGGCAGTCCAACGC

CGTCCTCATCGGCCAATCACTCTCTTTCAGAGTCACCGCCTCTGACCGACGTTCCT

CCACCTCGTGGAACGTTGCTCCTCCCACGTGGCAGTTTGGTCAGACTTTCTCCGGC

AAAAACTTCCGAGTCTGA 

Nucleotide 

>BosEXPA-17 

CACATCTCTCTCTCCCTCACTTATTAACTCAATGACGGCGACTGCGTTTCGGATTG

GCTTGTGGTTGGCCGTTACGGCTTCCTTTCTCTTAGCCGCTACAAACGCCAAAATC

CCCGGCGTTTACAGCGGCGGACCGTGGCAGAACGCACACGCCACTTTCTACGGCG

GTAGTGACGCCTCTGGAACCATGGGTATATATACTCACTAGTCACTACCTTACCA



AATTCACCATTATCAATTTCATTTCATATATAACCATAAATTATGATTCTCTAACT

TCTTCTTGTTTGATAAAGTTCCTAACGTTTTGTGCTCTGTTTTTTGTTTTTGGCGCG

TGGGGTTTGAAAGGCGGCGCGTGTGGGTACGGGAACTTATACAGCCAAGGATAC

GGTGTGAATACGGCGGCGCTGAGCACTGCTCTGTTCAACAACGGCTTTAGCTGTG

GTGCTTGTTTTGAGATCAAGTGTACCGACGACCCGAGATGGTGTGTTCCGGGAAA

TCCGTCGATTCTTGTGACGGCGACGAACTTTTGTCCGCCGAATTTCGCTCAACCGA

GTGACGACGGAGGATGGTGCAATCCGCCGCGAGAGCACTTTGATCTGGCTATGCC

TATGTTCCTCAAGATCGGTCTGTACCGTGCAGGCATTGTCCCCGTCTCCTATCGCA

GGTACCGTTTTGGTTTCGCCGGCTATTATCTAATTTGGTGAATCAATAAGAATTTA

ACTGAAAATTATACGGTGAAGAAGAAATTACACAAAGAACCATATGGATAATAG

TGACTTTTGCAAATCTAGATTATGTTAAACGAGATTAATATTTTGAAGGGAAATA

GTGTTTTATTGTGAATAAACAAATTAGAGGCTTTACTGTTTGATTATTCGCTATAA

TATGCTAGAAAAATATAGATTTTTACAAACATAAACATTTTTTCATGTTGAAATA

GACGTTTTTAAATTTTCTTATTGAAATAGATATTTTTCGATATTCAAAATTAAAAT

AAACCCCTTTATAAATCTATAGACTCTTTTTTTTCTAAAATGCCTAAATGTCTTAA

TTTTTTCTATAGTCGTATTTTCACAATATTTTTTTTTTAGGTTCTCTTTTTCATTTAA

TTTAAAAGATATTTATACCGACTACCGAACATGTTCTCTTATTATTATCCCTGTGT

TTTGTTTTCCTCTAGGGTTCTAGCACTTTTAGATAACGGCCTATGAGTTTCAGTGG

TTCAGAAACTGAAACCATCACTCTCAAATCTCAACTATTATTAATATTTTTTGTTT

TTTACTGAAACATTTTAAATACCAATTATTTTATAGTATTTCAATTATCTTTTCGGG

AAAAGAAGCAGGACACATAGACACAGTAACCCAGAGATCCATCTCTCTTTATCTC

TTCTTGTCTTGTTGTTAATAATTGTCTGAACTCTGTTTCCTCTGAAGGGTACCTTGT

CGGAAGATAGGAGGGATAAGATTCACAGTAAACGGGTTCAGATACTTTAATCTTG

TTCTGGTAACCAACGTTGCCGGCGCTGGAGATATCAACGGAGTTAGCGTAAAGGG

ATCAAAGACAGATTGGGTGAGGATGAGTCGGAACTGGGGACAGAACTGGCAGTC

CAACGCCGTCCTCATCGGCCAATCACTCTCTTTCAGAGTCACCGCCTCTGACCGAC

GTTCCTCCACCTCGTGGAACGTTGCTCCTCCCACGTGGCAGTTTGGTCAGACTTTC

TCCGGCAAAAACTTCCGAGTCTGAAGTTTGAACCACACCCAAAGAATCAACCGTT

TTTTCAATGAAGACAAACAATTCTCAGATGTTATTTTATTTTTAATATGGGAGACA

GAAACAAGAAGAGATCAGACATCATTTTCCAGCCCTGGGTTTTCCCTTTAATATTT

CTCGGGAAAATTCCGGTGGCTTCGGGAAAGTATTTACGTTTTTTAGTATTATCAGC

AAAACGTTTTTTAGCATTATCAGCAAATTTTCTTTTATAAACAGTCTATGATTGAA

TCTGATGGACCGTGTAATGGGCCATTGGGCCAAGTTTTTTTATATATA 




