
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.9G234700 

Gene Model: PhHAL.9G234700.1.p 

Description: PhhEXPA-25 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXPA-25 

MTQEMAKPLILCTALAACLALAAADWSPGTATFYGGPDGSDTMGGACGYGNLYNA

GYGINNAALSETLFKDGASCGQCYLVICDGSRPGGQYCKPGTAITVSATNLCPANYG

LPNGGWCGPGRPHFDMSQPAWENIGVYQAGVIPVLYQQVKCWRNGGVRFSIAGFN

YFLLVNIQNLAGSGSVGAAWIKGDNTGWIQMSRNWGANWQALSGLVGQGLSFAVT

STGGQYIQFLNVVPGWWQFGMTFNTYQNFDY* 

CDS (coding sequence) 

>PhhEXPA-25 

ATGACCCAAGAGATGGCCAAGCCCCTCATCTTGTGCACAGCGCTCGCGGCGTGCC

TCGCGCTCGCCGCCGCCGACTGGTCTCCGGGCACCGCCACGTTCTACGGCGGACC

CGACGGTTCCGACACCATGGGCGGCGCGTGTGGGTACGGGAACCTGTACAACGC

CGGGTACGGCATCAACAACGCGGCGCTAAGCGAGACGCTGTTCAAGGACGGCGC

GTCGTGCGGGCAGTGCTACCTCGTCATCTGCGATGGCTCGCGGCCGGGCGGCCAG

TACTGCAAGCCCGGCACGGCGATCACCGTCTCGGCCACCAACCTGTGCCCGGCCA

ACTACGGGCTGCCCAACGGCGGCTGGTGCGGCCCGGGGCGCCCCCACTTTGACAT

GTCGCAGCCGGCGTGGGAGAACATCGGCGTCTACCAGGCCGGCGTCATCCCGGT

GCTGTACCAGCAGGTCAAGTGCTGGCGCAACGGCGGCGTGCGCTTCAGCATCGCC

GGCTTCAACTACTTCCTGCTCGTCAACATCCAGAACCTCGCCGGCAGCGGCTCCG

TGGGCGCCGCGTGGATCAAGGGCGACAACACCGGGTGGATCCAGATGTCCAGGA

ACTGGGGAGCCAACTGGCAGGCGCTCTCCGGGCTCGTCGGCCAGGGGCTCAGCTT

CGCTGTGACCAGCACCGGCGGGCAGTACATTCAGTTCCTCAACGTCGTGCCAGGG

TGGTGGCAGTTCGGCATGACCTTCAACACATACCAGAATTTCGACTACTGA 

Nucleotide 

>PhhEXPA-25 

AACAAAACCCTCACTGCCACCTCGTTCTCGACACTCTTCAGCGGCTACCTCTACAC

TGATGACCCAAGAGATGGCCAAGCCCCTCATCTTGTGCACAGCGCTCGCGGCGTG

CCTCGCGCTCGCCGCCGCCGACTGGTCTCCGGGCACCGCCACGTTCTACGGCGGA

CCCGACGGTTCCGACACCATGGGTAAGCTTGCTACTAATAGTGTTGAACTTTGGT

GCAAGCAGAGCTGATCGAGCTATCATATCCGAACATTTCCGCAAACTGTGCACGT

ACTGATGGTGTCGCTAATAATATAATGAATGTGTATATCTGTGACGATACAGGCG



GCGCGTGTGGGTACGGGAACCTGTACAACGCCGGGTACGGCATCAACAACGCGG

CGCTAAGCGAGACGCTGTTCAAGGACGGCGCGTCGTGCGGGCAGTGCTACCTCGT

CATCTGCGATGGCTCGCGGCCGGGCGGCCAGTACTGCAAGCCCGGCACGGCGAT

CACCGTCTCGGCCACCAACCTGTGCCCGGCCAACTACGGGCTGCCCAACGGCGGC

TGGTGCGGCCCGGGGCGCCCCCACTTTGACATGTCGCAGCCGGCGTGGGAGAAC

ATCGGCGTCTACCAGGCCGGCGTCATCCCGGTGCTGTACCAGCAGGTCAAGTGCT

GGCGCAACGGCGGCGTGCGCTTCAGCATCGCCGGCTTCAACTACTTCCTGCTCGT

CAACATCCAGAACCTCGCCGGCAGCGGCTCCGTGGGCGCCGCGTGGATCAAGGG

CGACAACACCGGGTGGATCCAGATGTCCAGGAACTGGGGAGCCAACTGGCAGGC

GCTCTCCGGGCTCGTCGGCCAGGGGCTCAGCTTCGCTGTGACCAGCACCGGCGGG

CAGTACATTCAGTTCCTCAACGTCGTGCCAGGGTGGTGGCAGTTCGGCATGACCT

TCAACACATACCAGAATTTCGACTACTGAAACTTACAGGTAGCAGAGTGATCGAT

CCCCCTTATAGCCATCTCTTGATGGCAGGGTTGGATGAAGAAGGGATGCAATGCA

ACCCAGACCTCAAGACCCCTTTAATTTATTTTCCCTCCTGAAGATGTAACACATTA

TGCTTTTCTTTCTTTTTTTTGCGAGAATCATTCTTTTCAACATTCTATTATCAAATT

ATAAGTTCTGTAGCCAATGTGCTATGTGTAGACTTCCAAATTTAGTGGTCAATATA

CATACTATATTGATGTATATCTGGAAACAGGGGTGTGGATCCAT 




