IDENTIFICATION

Species: Helianthus annuus

Locus: HanXRQChr14g0456441

Gene Model: HanXRQChr14g0456441
Description: HanEXPB-03

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Hannuus_rl 2
KEGG: https://www.genome.jp/entry/T05101

EXTERNAL RESOURCES
https://www.heliagene.org/



https://phytozome-next.jgi.doe.gov/info/Hannuus_r1_2
https://www.genome.jp/entry/T05101
https://www.heliagene.org/
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Superfanilies | OPBE_R1pA_EXP_N-1ike superfamily

PLNI30ZS

Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-like super family cld1724 double-psi beta-barrel fold of RIpA, N-terminal domain of expansins, and similar domains; The 30-151 4.48e-53
[+] PLND3023 super family ¢i33621 Expansin-like B1; Provisional 4-253 1.16e-26

>HanEXPB-03

MALHVENFLLIFVLISSHMLLAKTNELEGFSPALATWYGEPYGAGSGGGCGWSDDV
QFPPFSAMIAAGNANIYLKGKGCGNCYEILCTRVPYCSTIPITVTITDECPGACNDVPF
AFDLSGTAFGAMSSPGQADALRNLGRVDVQYRRVPCNYGSTKIAFKIDAMANPYWF
AMTIEFCAGDGGLSSVGVASDGSQQFRLMKNIWGAVWAVDVDPSFRGPY SFKLISQI
DEPVIATNAVPSDFVPGQSYYSLVNFRS*

CDS (coding sequence)
>HanEXPB-03

ATGGCTTTACACGTTGAAAACTTCTTGTTGATCTTTGTTTTGATCTCTTCCCATATG
CTCCTTGCTAAAACTAACGAGCTAGAAGGGTTTTCGCCGGCTTTGGCAACTTGGT
ACGGAGAGCCATATGGAGCTGGAAGTGGAGGAGGTTGTGGATGGTCCGACGACG
TTCAATTTCCGCCATTCTCTGCTATGATAGCAGCAGGAAATGCAAATATATATTTG
AAAGGCAAAGGGTGTGGAAATTGTTATGAGATTTTATGCACCCGAGTCCCATATT
GCTCAACGATCCCCATTACAGTGACCATAACTGATGAGTGTCCTGGCGCATGTAA
CGATGTGCCATTCGCTTTTGATTTAAGTGGAACCGCTTTTGGTGCAATGTCAAGTC
CAGGACAAGCTGATGCTCTACGTAATCTTGGTCGCGTTGATGTCCAATATCGAAG
GGTGCCTTGCAACTACGGTAGTACCAAAATCGCGTTCAAGATAGATGCAATGGCG
AATCCTTACTGGTTCGCGATGACAATAGAGTTTTGTGCAGGAGATGGTGGCCTTA
GCTCGGTAGGGGTGGCATCAGATGGTTCACAACAGTTTAGATTGATGAAGAACAT
ATGGGGTGCGGTTTGGGCAGTGGATGTTGACCCATCTTTCCGTGGTCCATATTCGT
TCAAACTCATCTCTCAAATCGATGAACCAGTTATCGCAACCAACGCAGTACCGTC
TGATTTTGTGCCAGGACAAAGTTATTACTCGTTGGTGAATTTTCGAAGCTAG

Nucleotide
>HanEXPB-03

ATGGCTTTACACGTTGAAAACTTCTTGTTGATCTTTGTTTTGATCTCTTCCCATATG
CTCCTTGCTAAAACTAACGAGCTAGAAGGGTTTTCGCCGGCTTTGGCAACTTGGT
ACGGAGAGCCATATGGAGCTGGAAGTGGTAATTTAATATCTACTTAGCTTATTAT
GCATACCTATAGACTCTGGCGGAATCTAGGGGTTAAGAGGGTCCACAACCCTCAG
TCACCAGAATTTGTTGGATTTTTATATATAAAATCTGACTTTAAATAAAGAACAA



GAGTTGGATCCCCTAGTTGAAATTGGTACCGACTAGAACCTTAGGATGACCTCTA
ACTAAAAAGTTTTTGTTCCGCTACCATGGAGACTTAGACATGTACACTCATATAC
ATATAAACTTATGTCTAAGAGGTATTAAGCTCTATGGTACCAATCGAGTCTTCAC
GACCTCTATTTCTTGACTATGCAGGAGGAGGTTGTGGATGGTCCGACGACGTTCA
ATTTCCGCCATTCTCTGCTATGATAGCAGCAGGAAATGCAAATATATATTTGAAA
GGCAAAGGGTGTGGAAATTGTTATGAGGTAATTAATGTACATTGTACATGTTTCC
AACTAACTAACATCATTTTATTAAAACTTTTGTTTCTCATTGTCATTACTACTTCAG
ATTTTATGCACCCGAGTCCCATATTGCTCAACGATCCCCATTACAGTGACCATAAC
TGATGAGTGTCCTGGCGCATGTAACGATGTGCCATTCGCTTTTGATTTAAGTGGA
ACCGCTTTTGGTGCAATGTCAAGTCCAGGACAAGCTGATGCTCTACGTAATCTTG
GTCGCGTTGATGTCCAATATCGAAGGTTCATATTAAAATATGCGAAAACTTTAAA
GCTAATGTTCTATAATGTAGAATTTTCAATTTGACATATTTAGTTACATCTTTGAA
TTGGTGTATGTCTAGGGTGCCTTGCAACTACGGTAGTACCAAAATCGCGTTCAAG
ATAGATGCAATGGCGAATCCTTACTGGTTCGCGATGACAATAGAGTTTTGTGCAG
GAGATGGTGGCCTTAGCTCGGTAGGGGTGGCATCAGATGGTTCACAACAGTTTAG
ATTGATGAAGAACATATGGGGTGCGGTTTGGGCAGTGGATGTTGACCCATCTTTC
CGTGGTCCATATTCGTTCAAACTCATCTCTCAAATCGATGAACCAGTTATCGCAAC
CAACGCAGTACCGTCTGATTTTGTGCCAGGACAAAGTTATTACTCGTTGGTGAAT
TTTCGAAGCTAG






