IDENTIFICATION

Species: Sphagnum fallax

Locus: Sphfalx0011s0210

Gene Model: Sphfalx0011s0210.2.p
Description: STEXPA-11

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5

GENE STRUCTURE

SIEXPA-11

L 1 1 1 1 1
tibp S00bp 100 15006p 200t 2500bp

Legend:
CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE
P I-————I—--I——-I-—--I—-—I-——I—-—I——-i

Superfanilie: PLNOOOSO

Llst of domain hits

Name Aoenllon Description Interval E-value
|+] PLND0O50 super family expansin A; Provisiona 183-402 3.51e-98

SEQUENCES
Peptide
>SfEXPA-11

MSTSSTTTPQVLLLQPAALVGFVAALLWFVSGSVVIAAADLGSGGSSFDDSALEAIDN
FVVGGGFATVSNVTTTNSTIPSSPSDGASVPAASPANDQSSTASEKEQFSSTSSSSPTSS
PTSDENHDSSDDAPVDNGREFRLNAYNEYEKAAEEFVRSSSSTYNNPGTGETEGVSL
GASASVVWSRGTATFYGGADASGTMGGACGYGNLYATGYGTATAALSTALFNNGA
MCGACYQLMCSGSPWCIPGAISVTATNFCPPNWAQASNNGGWCNPPRPHFDLAEPIF
LRIGHYKAGIIPVVYRRINCVKAGGIRFTINGNPFENLVTITNVGGSGIVVAVRMRGDH
TAWYPMARNWGQNWQCSWKLVGQGIWFMVTTSDGRVTTSRVANANWRFGQTFE
GAQVR*

CDS (coding sequence)
>SFfEXPA-11

ATGTCGACGTCGAGTACTACTACCCCTCAGGTGCTTCTTCTTCAGCCCGCGGCGCT
AGTGGGATTTGTGGCTGCACTGTTGTGGTTTGTGAGCGGATCAGTAGTAATAGCA
GCAGCAGACTTGGGTTCCGGAGGATCAAGCTTCGATGATTCAGCGTTGGAGGCGA
TCGACAACTTCGTGGTTGGAGGTGGATTTGCGACTGTGAGCAATGTGACGACGAC
TAATAGCACGATCCCTTCATCACCATCGGATGGTGCTTCCGTGCCTGCAGCTAGC
CCGGCAAACGATCAATCATCGACAGCTAGTGAGAAGGAGCAATTCTCATCGACA
TCTTCTTCTTCTCCGACGTCGTCACCCACTAGTGATGAAAATCATGATAGCAGCGA
TGATGCGCCAGTAGATAACGGTCGAGAATTCAGATTGAATGCGTACAACGAGTA
CGAGAAAGCGGCTGAAGAGTTTGTGCGGTCTAGCTCCAGCACGTACAACAATCCT
GGGACCGGAGAAACTGAAGGCGTCAGTCTTGGAGCGTCCGCATCTGTGGTATGGT
CTCGTGGAACTGCAACTTTCTACGGTGGTGCTGATGCTTCCGGCACTATGGGTGG
AGCTTGCGGATATGGGAACCTGTACGCTACAGGCTACGGGACAGCTACCGCCGC
ATTGAGCACGGCATTGTTCAACAACGGAGCAATGTGCGGAGCCTGCTACCAACTC
ATGTGCTCCGGATCTCCCTGGTGTATTCCCGGAGCAATAAGTGTGACGGCGACCA
ACTTCTGCCCACCCAACTGGGCTCAAGCTTCCAACAACGGCGGATGGTGCAACCC
ACCCAGGCCGCACTTCGACTTGGCAGAACCCATTTTCTTGAGAATTGGGCACTAT
AAAGCAGGCATCATTCCCGTTGTATATCGCAGGATCAATTGTGTCAAGGCAGGAG
GAATCCGGTTCACCATCAACGGGAACCCGTTTTTCAACCTGGTGACGATCACCAA
CGTGGGTGGATCTGGAATCGTGGTGGCGGTGAGGATGAGAGGGGATCACACAGC
TTGGTACCCCATGGCAAGGAACTGGGGACAGAACTGGCAGTGTAGTTGGAAGCT



CGTGGGGCAAGGCATTTGGTTCATGGTCACCACAAGCGATGGCAGAGTCACAAC
ATCTCGTGTTGCAAATGCAAACTGGAGATTCGGCCAGACCTTCGAAGGTGCACAG
GTCCGCTAA

Nucleotide
>SfEXPA-11

CGCGCGGGCTCAGCGACTCGCGAAGGGTTCGCGCGCGAGGGTGCGTCCCTGTAA
CGGTGGGGAGCTTTGGCGCGCGAGGGTGCGTCCCGTAATTGTGGGGAGCTTTGGC
GCGCGGGATCAAACGACAGACAATTCCTGTAGGGCTAAATCGAGGTACGTAACT
TGGCGGGCTGCTGGTGCTGTGGATTGATCTTCTTCTTCGTCTTCTGGTAGCGCGCG
CCGGGGCGGAGGATCGATCTCATCTCATGAGGAAGTTGCGGCATTCTCGCGGCAT
TGCAGCAAAAAAAAAAAAAGCACGTTAGTAAGTACATGGGTCTCGCCAGGATTG
TACGTACGTACCCATTTCTTCTTCTTCGTCTAGTTCCTCGTAATCTCCCTAGACTGG
CTTCTTCACTCGCAAGCTTGCGAGGTAGAACTAGCGCGTGGTCTTCTCTTCTTCAT
CACTCGTCGTCCCTGCAATGTAAGAGCTCAGTCCATGCAACATTATTCAAACTCTC
TCACGTTGAAGCTGTTCTCATTTTCATGCACTACTGTAATAATAGAAACTTGAATT
CGAATCTCGCCCATCTTGTCGTCAATCCCCGAAGTCGAAAAGAAGACGGAAAAAT
CCAATGCAGCATGCACTGTGGGAGAGCAGCTGATCAGATCTTCTTCAATGTCAAA
TCCAATCCGAAGTTTTCATAGAACCTACATGCAAGAAGGATTCAATCTAGTGTGT
TGTTCTTTATGCTTGAACGTTCAAGGAGTTGAATTCTGGAAATGGGTGGGAGCTG
ATGGATGTATTGATTCTTTCTTTGATGTGTGCTGTGCCGCGTGATGATCAGGATGT
CGACGTCGAGTACTACTACCCCTCAGGTGCTTCTTCTTCAGCCCGCGGCGCTAGTG
GGATTTGTGGCTGCACTGTTGTGGTTTGTGAGCGGATCAGTAGTAATAGCAGCAG
CAGACTTGGGTTCCGGAGGATCAAGCTTCGATGATTCAGCGTTGGAGGCGATCGA
CAACTTCGTGGTTGGAGGTGGATTTGCGACTGTGAGCAATGTGACGACGACTAAT
AGCACGATCCCTTCATCACCATCGGATGGTGCTTCCGTGCCTGCAGCTAGCCCGG
CAAACGATCAATCATCGACAGCTAGTGAGAAGGAGCAATTCTCATCGACATCTTC
TTCTTCTCCGACGTCGTCACCCACTAGTGATGAAAATCATGATAGCAGCGATGAT
GCGCCAGTAGATAACGGTCGAGAATTCAGATTGAATGCGTACAACGAGTACGAG
AAAGCGGCTGAAGAGTTTGTGCGGTCTAGCTCCAGCACGTACAACAATCCTGGGA
CCGGAGAAACTGAAGGCGTCAGTCTTGGAGCGTCCGCATCTGTGGTATGGTCTCG
TGGAACTGCAACTTTCTACGGTGGTGCTGATGCTTCCGGCACTATGGGTATGGGT
TTTCCTCCTCTCTGGTTCACGGATCTTCTGTAGTTTGTGCGCGAGATCTCTGAGAG
GATCTGCAGAGGATCTTCCGCTGTTAGTTTGTTTCTGAACTCAGGATCTGTTTGTT
CATTCGAGACGTATGCTGATAAACCTGTGCAGGTGGAGCTTGCGGATATGGGAAC
CTGTACGCTACAGGCTACGGGACAGCTACCGCCGCATTGAGCACGGCATTGTTCA
ACAACGGAGCAATGTGCGGAGCCTGCTACCAACTCATGTGCTCCGGATCTCCCTG
GTGTATTCCCGGAGCAATAAGTGTGACGGCGACCAACTTCTGCCCACCCAACTGG
GCTCAAGCTTCCAACAACGGCGGATGGTGCAACCCACCCAGGCCGCACTTCGACT
TGGCAGAACCCATTTTCTTGAGAATTGGGCACTATAAAGCAGGCATCATTCCCGT
TGTATATCGCAGGTAACAAAACCAGTTGCAGCAGCTCGCCTCAAACCCTAAATTT
CCCATGATCTTCTGTATCCGGCTTGCTTGCTGCAATGTCTACCAGCTACAATGTTA
GAAGCAATCATGTTTTGGATATTTCAAATCCTCCTTGTTCTTTCTCTCTGGCTGGA
GTTTCTCATCCTAGACTGGTAGTTCTCATGCTCTGGTTGCAATCTTCCGGGCTTCTT
GTTGTCCAGGATCAATTGTGTCAAGGCAGGAGGAATCCGGTTCACCATCAACGGG
AACCCGTTTTTCAACCTGGTGACGATCACCAACGTGGGTGGATCTGGAATCGTGG



TGGCGGTGAGGATGAGAGGGGATCACACAGCTTGGTACCCCATGGCAAGGAACT
GGGGACAGAACTGGCAGTGTAGTTGGAAGCTCGTGGGGCAAGGCATTTGGTTCA
TGGTCACCACAAGCGATGGCAGAGTCACAACATCTCGTGTTGCAAATGCAAACTG
GAGATTCGGCCAGACCTTCGAAGGTGCACAGGTCCGCTAATAAAAACCACCTGA
AAAGAAAACCAACCAACCCACCCACCACCACCGCCAGTCACCTAGTCGGAGCTC
CAAAATTCTCTCTGGAAAAAACCCAATTCTAGGCATCATCGATAGATCCAGTTTT
CTTCCAGGAGCTCCATGACTATCAGTCTCACAACACAAAAAGTTTCTTGGACCTC
TCAGCAGCAGCAGCAAAAAGGGTTCTTCAGGTCCGTTTGATACACAACATTCTAT
TTAGGGATTGGTGCTCATCAAAAGGCAGGCGAAGCTCACAAGGCTCTTTTTATTA
GGGTTTTGAGCTTCATGTTTTTTGATGCTTTCCTTTTACTAGTTGGGTGCAATTTGC
AAGTGTG



