IDENTIFICATION
Species: Olea europaea
Locus: Oeu021145

Gene Model: Oeu021145.1
Description: OeuEXPA-20
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Oeuropaea vl 0
KEGG: https://www.genome.jp/entry/T05244

EXTERNAL RESOURCES
http://olivegenome.org/
https://genomaolivar.dipujaen.es/db/index.php
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE

Superfanilies

PLN00193
List of domain hits e

Name Accession Description Interval E-value
[+ PLN00193 super family ci33423 expansin-A; Provisional 10-260 7.97e-97
SEQUENCES
Peptide

>0euEXPA-20

MAALHSWCFSFFLVMAVLGNATAAYYAAVFRPTAWKQAYATFYGDETAAETMGG
ACGYGNLFSSGYGTATAALSSVLFNNGYGCGQCFQIRCVKSQWCYRGSPITTITATNL
CPPNWAKDSNNGGWCNPPRTHFDMSKPAFMKIAQWKAGIVPVMFRRVPCVRRGGL
RFTFQGNGYWLLVYVMNVAGGGDIAQMWVKGSKTGWISMSHNWGASYQAFATLG
GQALSFKLTSYTSHETIHHAWNVAPSNWQVGLTYSGNVNFH*

CDS (coding sequence)
>0eUEXPA-20

ATGGCAGCTCTTCATTCATGGTGCTTTAGCTTCTTCTTGGTAATGGCAGTATTAGG
CAACGCAACCGCAGCATATTATGCTGCCGTATTTCGTCCTACAGCATGGAAACAA
GCCTACGCTACGTTTTATGGCGATGAAACTGCTGCCGAAACAATGGGTGGAGCAT
GTGGGTATGGAAATTTGTTCAGCAGTGGTTATGGTACTGCCACGGCGGCGTTGAG
CTCCGTACTATTCAACAATGGCTACGGATGTGGCCAATGCTTCCAAATACGGTGC
GTAAAGTCGCAATGGTGCTACAGAGGCTCGCCAATCACCACCATCACGGCCACA
AACCTCTGCCCTCCTAACTGGGCTAAGGACTCGAACAATGGTGGCTGGTGCAACC
CACCTCGAACGCATTTTGACATGTCCAAACCTGCATTCATGAAAATTGCACAGTG
GAAGGCTGGTATTGTACCTGTCATGTTCCGCAGAGTGCCATGTGTTAGGAGAGGC
GGCCTTCGATTCACCTTCCAAGGAAACGGCTACTGGCTGCTCGTGTACGTGATGA
ACGTGGCTGGGGGCGGAGATATCGCACAAATGTGGGTTAAGGGAAGCAAGACAG
GGTGGATAAGCATGAGCCACAACTGGGGGGCTTCATATCAGGCATTTGCAACTCT
TGGAGGCCAAGCCCTTTCTTTCAAGTTAACTTCATACACATCCCATGAGACTATTA
TTGCATGGAATGTTGCCCCTTCCAATTGGCAAGTAGGGTTGACTTATAGTGGTAA
TGTCAACTTTCATTGA

Nucleotide
>0euEXPA-20

ATGGCAGCTCTTCATTCATGGTGCTTTAGCTTCTTCTTGGTAATGGCAGTATTAGG
CAACGCAACCGCAGCATATTATGCTGCCGTATTTCGTCCTACAGCATGGAAACAA
GCCTACGCTACGTTTTATGGCGATGAAACTGCTGCCGAAACAATGGGTACGTGAC
AACTTATTTTTTCGACCTTATTAGGTGTCAATGTTGTTGGAAAGTATTTATAAAAG
TTGATTTTTATCGATCTTTAACCAAATATTTGGATGGGTCCCAGCGTCGAACCTTG



CCATGCCTTGACCGGACTTTTGTCAGGCAATGCTGTTTAGGCCTAGGCAGAACGA
CGAAGATTGAAAACCATATTAGTCCCCTAGTCTAATATGTAAAAGTGTAATATAG
TCCATTACTTTGGTGTCCACAGGTGGAGCATGTGGGTATGGAAATTTGTTCAGCA
GTGGTTATGGTACTGCCACGGCGGCGTTGAGCTCCGTACTATTCAACAATGGCTA
CGGATGTGGCCAATGCTTCCAAATACGGTGCGTAAAGTCGCAATGGTGCTACAGA
GGCTCGCCAATCACCACCATCACGGCCACAAACCTCTGCCCTCCTAACTGGGCTA
AGGACTCGAACAATGGTGGCTGGTGCAACCCACCTCGAACGCATTTTGACATGTC
CAAACCTGCATTCATGAAAATTGCACAGTGGAAGGCTGGTATTGTACCTGTCATG
TTCCGCAGGTATAATTTTACTTTTTCATCAAATTATAACCTAGCATCACTGGTGCT
ATAATATCAATTTATGTGTTGCTATGTGATAGACTCAATGAAATGTGAAATTAAG
TGACTCATTTAATTATACGTCTCACTTAATGCTACATTAGAGACGTCTAGACTAGT
AATTTAATACTAATAGTGCTAAATAACATTAGCCATATCTTATTGTCGCCTATTTA
CTTAGAAAATCACATAATTTCTTGAATTATAATTAACCGCTGCAAACAATAGAAA
AAATGTCAAATTGCATAAAGGTAATATGCTATATTATTAGAATGACATAGAGACA
ATATCTAGCCCGAAACAAATGATAAATTAAGATTTGTTATCAACAAATTGGTGAT
TGGCTACTAGAATCCTTTCTTTATTCTATTTAGATCGGTGCACCAAATGCTACTAA
ATCTATCACAACAATAAGTCACATTAATTTCAATCCACCACTTCATCCTTTCATAT
TTCTACCAAGATCACATAACACTTGTATATAAGAAACCTACGTTATCTCTAATAA
CAAGTTGACCACTTCAAATTCTGCTTGTAGAGTGCCATGTGTTAGGAGAGGCGGC
CTTCGATTCACCTTCCAAGGAAACGGCTACTGGCTGCTCGTGTACGTGATGAACG
TGGCTGGGGGCGGAGATATCGCACAAATGTGGGTTAAGGGAAGCAAGACAGGGT
GGATAAGCATGAGCCACAACTGGGGGGCTTCATATCAGGCATTTGCAACTCTTGG
AGGCCAAGCCCTTTCTTTCAAGTTAACTTCATACACATCCCATGAGACTATTATTG
CATGGAATGTTGCCCCTTCCAATTGGCAAGTAGGGTTGACTTATAGTGGTAATGT
CAACTTTCATTGA






