
IDENTIFICATION 

Species: Sorghum bicolor Rio 

Locus: SbRio.01G034500 

Gene Model: SbRio.01G034500.1.p 

Description: SbrEXPA-01 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

https://www.sorghumbase.org/post/sorghum-bicolor-rio 

https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbrEXPA-01 

MAAMPALLLLLVAAAMMLSPASARIPGVYGGGGWQSAHATFYGGSDASGTMGGA

CGYGNLYSQGYGVNNAALSTALFNEGLSCGACFELKCENQPGWRWCRPGSPSILVT

ATNFCPPNYALPSDDGGWCNPPRPHFDLAMPMFLHIAEYRAGIVPVSYRRVPCRKSG

GVRFTINGFRYFNLVLITNVAGAGDIVRASVKASSTGWLTMSRNWGQNWQSNAILV

GQALSFRVTGSDRRTSTSWNAAPRNWQFGQTFEGKNFRV* 

CDS (coding sequence) 

>SbrEXPA-01 

ATGGCGGCGATGCCGGCGCTCCTGCTGCTGCTGGTGGCCGCGGCGATGATGCTCT

CCCCAGCGTCCGCCCGCATTCCCGGCGTGTACGGCGGCGGCGGCTGGCAGAGCGC

GCACGCCACGTTCTACGGCGGCAGTGACGCCTCGGGCACCATGGGCGGCGCGTG

CGGCTATGGCAACCTGTACAGCCAGGGGTACGGCGTGAACAACGCGGCGCTGAG

CACGGCGCTGTTCAACGAGGGTCTGAGCTGCGGCGCGTGCTTCGAGCTCAAGTGC

GAGAACCAGCCCGGGTGGCGGTGGTGCCGCCCCGGGAGCCCCTCCATCCTGGTG

ACGGCCACCAACTTCTGCCCGCCAAACTACGCGCTCCCCTCCGACGACGGCGGCT

GGTGCAACCCGCCACGCCCGCACTTCGACCTCGCCATGCCCATGTTCCTCCACAT

CGCCGAGTACCGCGCCGGCATCGTCCCCGTCTCCTACCGCCGGGTGCCATGCCGG

AAGTCAGGCGGCGTGCGGTTCACCATCAACGGCTTCCGGTACTTCAACCTGGTGC

TGATCACGAACGTGGCCGGCGCGGGTGACATCGTGCGCGCGAGCGTGAAGGCGT

CCAGCACCGGGTGGCTGACCATGTCCCGGAACTGGGGCCAGAACTGGCAGTCCA

ACGCCATCCTCGTCGGCCAGGCGCTCTCCTTCCGCGTCACCGGCAGCGATCGCCG

CACCTCCACATCCTGGAACGCCGCCCCGCGCAACTGGCAGTTCGGCCAGACCTTC

GAGGGCAAGAACTTCAGGGTCTGA 

Nucleotide 

>SbrEXPA-01 

AGCAGCTCACCGTCCCGGCATCAGCCGCTGAATCCGGGCAATCAATCGCGCATTC

CCCTCAAATCCTCCCCGGCCCGCGGCCTGCTCGGCTTCTCCTTTCACCGCGCGCTG

TGGGCCGGCATTGCCTAGTAGACGCGTAGACTACCCCCTCACAAGCAGAGGCCGC

GCCCTGGTCTGCCTCGTGCCTTCATAAATACGACCCCGCCCTTCGCCATTCCCAGT

CGCGCCTCCCACCGCTCCACTCCCTGTGCCGCCGCTGCTGTTGCCACTCGCCTGCC



TGGTGCGCTGCACTGACTCTGACAGCACTCAGGGAGAGAGATGGCGGCGATGCC

GGCGCTCCTGCTGCTGCTGGTGGCCGCGGCGATGATGCTCTCCCCAGCGTCCGCC

CGCATTCCCGGCGTGTACGGCGGCGGCGGCTGGCAGAGCGCGCACGCCACGTTCT

ACGGCGGCAGTGACGCCTCGGGCACCATGGGTACGTTCCTTGGTCCTTGCTGTGC

TCGTCGTCGATATCGTTCTCATTCTCATCCTCATGAACGAGAAAGAAACGGGGAA

AAAATGGCTAACTGAAAGAAACGTGTGCCGTTTCACGGCGGCGGTCGGTCTTGCA

GGCGGCGCGTGCGGCTATGGCAACCTGTACAGCCAGGGGTACGGCGTGAACAAC

GCGGCGCTGAGCACGGCGCTGTTCAACGAGGGTCTGAGCTGCGGCGCGTGCTTCG

AGCTCAAGTGCGAGAACCAGCCCGGGTGGCGGTGGTGCCGCCCCGGGAGCCCCT

CCATCCTGGTGACGGCCACCAACTTCTGCCCGCCAAACTACGCGCTCCCCTCCGA

CGACGGCGGCTGGTGCAACCCGCCACGCCCGCACTTCGACCTCGCCATGCCCATG

TTCCTCCACATCGCCGAGTACCGCGCCGGCATCGTCCCCGTCTCCTACCGCCGGTA

CGACGACGCCTCCCTGCCCTGCATCCTCTCTTCAGCGTTGCGTTTCTTTGGCCGTG

CTCGTCGTCGTTGGGGACGGTGCCGGTAGTAGTAAACGACATGCTCCTTGGTTGG

AGCACCGGGGATTTTGACGCCTTTGTCCCTCCCTCCACTGGCCGTTTCGTCTGCAG

AGCGAGAGCAGAGATTCCTCGCTCTGCCCACGCGTCTTTTGAGGCGTAGTGGGGC

TACTACTCTGCTCCTCGACGCTGTGCCGCTGTAGCTGTGTCCTGTGGGCTGTGGCT

GCCTGGCTGGGAAAAGAAAAAAAAACCGTGACGCGTTCCGTCTCACAGGCTCAC

GCAGGGCAGCCCGGCACACAACCACCATCCACCAACGCCAACCCGTTTCGATTCG

TCACCTCCGTTGGCTGGTTCCTTTGCCGATGGATAGATCGATCTGGCTGGCGGCAC

GGACCTGCACGGCTTGGCGATTCATTTCGCGTCGTTTCGATCACGGCGCGGGCTG

GCAAGTACTACTTTCCCCAATGGCGGGCTGGGGATGGGGCACCGGATCCGGGCGT

AAAAGCCGCAACGCGAAATTCTGCGGCAGTACGTGATAAATCCAAGGCGATTTG

GTACAGAACTAGAGGAAAATTGTGTTTTTCTGCGTCCATGCGAGTCCATGCTCGT

CTCCATTGGCAGTTCTTGGTACAGTTTGGTGGTACTAGAGTTTGAGCTTTTTTGAC

AACGAGCTAAGGCCTTGTACGTCCACCCAAAAATGCAAAATTTTTCAAGATTTCC

CGTCACATCGAATCTTTAGACGCATGCATGTAGTATTAAATATAGACGAAAATAA

AAACTAATTGCACAGTTTGGTCGAAATTGTCGAGACGAATTTTTTGAGTCTAGTT

AGGCCATAGTTGAACAATAATTACCGCAAACAAATTAAAGTGCTACATTGTCACG

AAATATTTTCGTTCGGGAAGTAAACAAGGCCATTGAGCAGCGTGCACACACGCA

ACACAGGCATGGTTGCGAGCGAGGCCGTTCCGGCAGGTCACATGGGACGGAAGC

CGGACGGACGGACCGGCGTCCGGTGCTACTAGTAGTAGTAGACTAGTAGTGTAG

CACTAGTACTACTGCTGACGAAAAGAAACGGAAGGCTGCTTTCTTGACATTCTAT

TTGGGTCTAATCTGCCATCTCTACAGTTGTGGTTGTTTTTGTTGTGTCTAGCATCCG

GCCTTGTTTAGTTTCCGATTTCCCTACTCTAGCACTTTAGTTTTTATTTGACAAATA

TTATCCAATCATAAACTAACTAGAATTAAAAGATTCGTCTCGTCATTTACAGACA

AACTGTGTAATTAGTTTTTGTTTTCGTCTATATTTAATGCTTCATGCATCTGCCGTA

AGATTCGATGTGACGGGGAATCTTGAAAACTCAGGCCTTGTTTCACCTTAAAAAC

CAAAAACTTTTCAAGATTTCCCGTCACATCGAATCTTACGTCACATGCATGAGAC

ACTAAATATAGACGAAAATAAAAACTAATTACACAATTTACCTGTACATCGCGAG

ATGAATCTTTTAAGTTTAGTTACTCCATGATTGGATAATGTTTGTCATAAACAAAC

AAAAGTGCTACAGTTCAAAAAACCAAAAAAAATTCGGAACTTTAAACAAAGTAT

AAAAAAAATGCCTGCGTGCGTAGTGTGGAGCACTCTTTTCAGAAAGACGACCACC

CGGGTCATCGGCCACAGGGAAAGGCCCAGAGAAGCCTCCAAAAAACACCCAAGG

TAGCAGTAGTAGGAACAGTAGACGACACACTGGTACTGGTAGCATCACAGGCTTT

GACCTTTTTCACTTTTGCCGCCGGGGGGTACACACCGCACAGCCTCCGGGACTTTT

GCGGCTCTCCCCGTCCACGCCTGACGCTTCACATCTCTAATGACCCCAGGGCCCA



TACCCTCACCGGCCTGCCTACCACTACACCCCTGAAAATGGCCCGTTTGCCCTTCG

TTCCTCCGTGCCCCGGTCCCCGCGTGACCTGTAAAGCCCAGGGGCCATTCCGTCCT

TCCGTCCTGCAGCTCCGCCATTACCGCGTGAAGCCGCGGTGGTCCTAGCACTGCA

CTCGCTGCACCTCCTGGCCGCGGTGTCTGTCCTGCCCTTTCTTTTTTCCACTACAGC

AGCAAGAACAACTCGCTTGCCATTTCCCGTTCTGCCCCTGTGTAACCAGTAAAGT

ACTGCTGCTCGTAGTACAGGCTTACCTGCTGTCTGCTGATTGATGAGCACCAAAA

TCTAACGATGCTGTAAAAAAAGTATTTACTTGGAGGAGTAGTACTTAGCATTCAT

ACAAAATAACCCCTTGTTTAGATTGGAGATTAAAATTTTTGGGTGTCCCATCGGA

TATGTTGGAAGGATGTCGGAAGGAAAATAAAAAAACAAATTACATAGTTCGTCA

GGAAACTGCAATACAAATCTATTAAGCATAATTAATGTATCATTAGCACATGTAG

GTTACTGTAGCATTTAAGGCTAATCATAGAGTAACTAGACTTAAAAGACTCGTCT

CGCGATTTTCAACCAAACTGTGTAATTAGTTTATTTTTTTTATATACATTTAATGTT

ACATGCATGTGTCCAAAGATTCGATGGGATGAATGAAAAAATTTTGGGTGGGAA

CTAAACAGGGCCTAAAAAGAAAATGTGCTAACCATGATTTGTTTCTCGCTGCAGG

GTGCCATGCCGGAAGTCAGGCGGCGTGCGGTTCACCATCAACGGCTTCCGGTACT

TCAACCTGGTGCTGATCACGAACGTGGCCGGCGCGGGTGACATCGTGCGCGCGA

GCGTGAAGGCGTCCAGCACCGGGTGGCTGACCATGTCCCGGAACTGGGGCCAGA

ACTGGCAGTCCAACGCCATCCTCGTCGGCCAGGCGCTCTCCTTCCGCGTCACCGG

CAGCGATCGCCGCACCTCCACATCCTGGAACGCCGCCCCGCGCAACTGGCAGTTC

GGCCAGACCTTCGAGGGCAAGAACTTCAGGGTCTGATGAGGTCATGTCAAATTCC

ACCGCGAGTGAGAAAGAAGAAGCCAAGAAGGTCTTCTTCTTATACATAATTATTA

CTACTAAGTATACCTAGTGATTAAGAGCGTGTTAGGGTGGGAATGTCCGTGAATG

CCCCTTTAAGGCCACCACGTCTTCTCGCCTTAATTCGATGTCCAAGCTAAGTCCTC

TGAAAAAAAGGAGTTTTTGCTTCTGAACATGGGGGGCAAAAGGGTCGGTTAGGG

TATATTGCTGTCTAGCTGGTCCCTTAGTACTCGACTACTCCATTAGTGTGTGGTTA

TGGATCATGTTTTGGCTTGGGCCTTTGGGGAGGTGATGGACTTCTGTCGAAACTA

AAGAGTGGCTGAAGTGGCTGCCAAGCTGCAGCTCAAAATTGGGGGGCGGTGAGC

GTAGCCCGCAGCTGCTCGTCTTGTCCTTCCGTCCCGTGTCTTTCTCCATGAAGTGG

CTAGCCTTTGTTATCTCATTATTATCATGGACCTGATTTTCATTGCCAGTAAGTAA

GGTGATTGAACGTGTAAGAAAGTTTCTTTTCTTGC 




