IDENTIFICATION

Species: Anacardium occidentale
Locus: Anaoc.0007s1052

Gene Model: Anaoc.0007s1052.1.p
Description: AocEXPA-13
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Aoccidentale_ v0_9
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Aoccidentale_v0_9
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Query seq, HGACGYENL YOG YGTSTRALSTAL FNNGF SCGACFELRCOSOPHUCLPGST TYTATNFCPRN ALPHDONGGUCNPRLOHFTMAEP AFLKT ACYRAG IYPYSFRRVPC FKKGGT T INGHSYFNLYL I THVGGAGTVRSY'S THGSK TCRITHSRMIG CNMZEN SYLNG ELSFOVTTSOGRTYTC YIVAPONSOFGOTFEGG O #
Superfanilies PLNOOOSO

-+ Name Accession Description Interval E-value
[+] PLNO0050 super family 31535 expansin A; Provisional 1-206 2.98e-120
SEQUENCES

Peptide

>A0CcEXPA-13

MGKACGYGNLYSQGYGTSTAALSTALFNNGFSCGACFELRCDSDPKWCLPGSIIVTA
TNFCPPNFALPNDNGGWCNPPLQHFDMAEPAFLKIAQYRAGIVPVSFRRVPCMKKGG
IRFTINGHSYFNLVLITNVGGAGDVRSVSIKGSKTGWQTMSRNWGQNWQSNSVLNG
QSLSFQVTTSDGRTVTCYDVAPDNWQFGQTFEGGQF*

CDS (coding sequence)
>A0CEXPA-13

ATGGGTAAGGCCTGCGGATATGGGAATTTATACAGTCAAGGATATGGAACAAGC
ACCGCAGCACTAAGCACAGCGCTGTTCAATAATGGGTTCAGTTGTGGAGCTTGTT
TTGAGCTGAGGTGTGATAGTGATCCAAAATGGTGCCTCCCTGGTTCAATAATTGT
AACTGCTACAAACTTCTGCCCGCCAAACTTTGCCTTGCCCAATGACAACGGTGGC
TGGTGCAATCCTCCTCTGCAACACTTCGACATGGCTGAGCCTGCTTTCCTGAAAAT
TGCACAATACCGTGCTGGAATTGTGCCTGTGTCATTTAGAAGGGTTCCGTGCATG
AAGAAAGGAGGGATAAGGTTTACAATAAACGGACACTCCTACTTCAACTTGGTTC
TGATCACCAACGTCGGTGGAGCCGGAGACGTTCGATCGGTTTCAATCAAAGGCTC
TAAAACTGGATGGCAGACCATGTCAAGAAACTGGGGCCAAAACTGGCAGAGTAA
CTCGGTTCTCAATGGACAAAGCCTCTCTTTTCAAGTCACCACCAGTGACGGCAGA
ACTGTCACTTGTTACGATGTGGCGCCGGATAATTGGCAGTTCGGACAAACTTTTG
AAGGCGGCCAATTCTAG

Nucleotide
>Ao0cEXPA-13

CCGACTATGGAGGCTGGCAAGGCGGTCATGCCACTTTCTATGGCGGCGGTGATGC
GTCTGGTACTATGGGTAAGTATTTGTTACTTAATTCTATTATGCCCTGAACATTGC
AGCTTCATCAATTATTAATATGTGTGTGCAGGAGGGCCTGCGGATATGGGAATTT
ATACAGTCAAGGATATGGAACAAGCACCGCAGCACTAAGCACAGCGCTGTTCAA
TAATGGGTTCAGTTGTGGAGCTTGTTTTGAGCTGAGGTGTGATAGTGATCCAAAA
TGGTGCCTCCCTGGTTCAATAATTGTAACTGCTACAAACTTCTGCCCGCCAAACTT
TGCCTTGCCCAATGACAACGGTGGCTGGTGCAATCCTCCTCTGCAACACTTCGAC
ATGGCTGAGCCTGCTTTCCTGAAAATTGCACAATACCGTGCTGGAATTGTGCCTG



TGTCATTTAGAAGGTATTTGTAGCTCCATTTTCCCGCAGTGGCTGGGGGATTTGCT
GATATATACGCTGAGATTTCTGAAATTGTGTTGACATTGACAGGGTTCCGTGCAT
GAAGAAAGGAGGGATAAGGTTTACAATAAACGGACACTCCTACTTCAACTTGGTT
CTGATCACCAACGTCGGTGGAGCCGGAGACGTTCGATCGGTTTCAATCAAAGGCT
CTAAAACTGGATGGCAGACCATGTCAAGAAACTGGGGCCAAAACTGGCAGAGTA
ACTCGGTTCTCAATGGACAAAGCCTCTCTTTTCAAGTCACCACCAGTGACGGCAG
AACTGTCACTTGTTACGATGTGGCGCCGGATAATTGGCAGTTCGGACAAACTTTT
GAAGGCGGCCAATTCTAGTACATTTCCTTTTGCCAAGAAATTCGTGGGAGTTTTA
AAGTTTGATGTGGAAATGCTGGGGCGCTAAGACAGCAGCACCCCCTCATATACAA
GCAATAGCTTTCAAGAGAAAATATTTTATTATAATGATCTTATCCATACTTGTATT
TACCATTTTTATTATCCTCATCTTATTATAATTTCTTACTGGCAAATATAAAAGTA
GCTACTTATATGGTCGATCTATAGTTTTGATAACATAAACTAAGTAATTCTGTTAA
ACTTC





