
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.1G326700 

Gene Model: PhHAL.1G326700.1.p 

Description: PhhEXPB-02 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXPB-02 

MASTKTWALSRFVFAALAALACLLRPGAPVELHRKLSGWSGDAGATWYGAPNGAG

SDGGACGYQNAVDLPPFASMIAAGSPSIFQSGKGCGSCYQVRCTRHAACSGSPVTVV

LTDVCPGGACLEEPVHFDLSGTAFGAMAKPGQADQLRAAGRLKIQYTRVPCNWQGT

EITFKVDAGSNPNYLAVLVEYESGDGDLRSVELMQSGGAAWAQMQQSWGAVWRY

DSGAALRAPFSIRVTSGSGRTLVASDVIPAGWTPGATYRSVVNFNY* 

CDS (coding sequence) 

>PhhEXPB-02 

ATGGCTTCCACCAAGACCTGGGCCCTGTCTCGCTTCGTGTTCGCGGCCCTCGCGGC

GCTCGCCTGCCTCCTCCGTCCCGGCGCGCCCGTCGAGCTCCACCGCAAGCTCTCC

GGCTGGTCCGGCGACGCCGGCGCGACGTGGTACGGCGCGCCCAACGGCGCCGGG

AGCGACGGCGGCGCGTGCGGGTACCAGAACGCCGTCGACCTGCCGCCGTTCGCG

TCCATGATCGCCGCCGGCAGCCCGTCCATCTTCCAGAGCGGCAAGGGCTGCGGCT

CCTGCTACCAGGTGAGGTGCACCCGGCACGCGGCGTGCTCCGGCAGCCCGGTGAC

GGTGGTCCTCACCGACGTGTGCCCCGGCGGCGCGTGCCTGGAGGAGCCCGTGCAC

TTCGACCTGAGCGGCACGGCGTTCGGCGCCATGGCGAAGCCCGGGCAGGCCGAC

CAGCTCCGCGCCGCCGGCCGCCTCAAGATCCAGTACACCCGGGTGCCGTGCAACT

GGCAGGGGACGGAGATCACGTTCAAGGTGGACGCCGGCTCGAACCCGAACTACC

TGGCGGTGCTGGTCGAGTACGAGTCCGGGGACGGCGACCTGCGGTCCGTGGAGC

TCATGCAGAGCGGCGGCGCGGCGTGGGCGCAGATGCAGCAGTCCTGGGGCGCGG

TGTGGCGGTACGACTCGGGCGCCGCCCTGCGGGCGCCCTTCTCCATCCGCGTCAC

CTCCGGCTCCGGCAGGACGCTCGTCGCCAGCGACGTGATCCCCGCCGGCTGGACG

CCCGGCGCCACGTACCGCTCTGTCGTTAACTTCAACTACTGA 

Nucleotide 

>PhhEXPB-02 

GGGCAGCACACTCCACTCCACTCCACTGCCCCGCACTCCACCGCTCCGCCTGTCG

TCGTGGGCGCCGGCCATGGCTTCCACCAAGACCTGGGCCCTGTCTCGCTTCGTGTT

CGCGGCCCTCGCGGCGCTCGCCTGCCTCCTCCGTCCCGGCGCGCCCGTCGAGCTC



CACCGCAAGCTCTCCGGCTGGTCCGGCGACGCCGGCGCGACGTGGTACGGCGCG

CCCAACGGCGCCGGGAGCGACGGTGCGTGGGCATGCTGTTGATACATGGACGCA

CACAAATACAATATGTAGTTCGTAGTTCCTGCTGATAATGTAATGCCTGCCCCTCA

TGCGTGCGTGTCGATCTGTTTCGTTGTGCAGGCGGCGCGTGCGGGTACCAGAACG

CCGTCGACCTGCCGCCGTTCGCGTCCATGATCGCCGCCGGCAGCCCGTCCATCTTC

CAGAGCGGCAAGGGCTGCGGCTCCTGCTACCAGGTCCGTCCACGCACGGTCGTCG

TATGACGACGTGTCTTTCAGTTTCAAGTCGCTTGCCGTTTCAAAAAGGAAAAAAG

AAAAAAAATCTCGCTTGCAGTATTACTGTACTGCTCACTTAATGACGCCGCCGCC

GCCGTTGGGGGGGCAAAATATTTCCGCAGGTGAGGTGCACCCGGCACGCGGCGT

GCTCCGGCAGCCCGGTGACGGTGGTCCTCACCGACGTGTGCCCCGGCGGCGCGTG

CCTGGAGGAGCCCGTGCACTTCGACCTGAGCGGCACGGCGTTCGGCGCCATGGCG

AAGCCCGGGCAGGCCGACCAGCTCCGCGCCGCCGGCCGCCTCAAGATCCAGTAC

ACCCGGTAAGACCAGCTCCGCTAGCTGCAGGCACGTAACCCCGTGCGCGCGCGC

ACACACCCTGCATGGCTGCATCACTAGCTAGTGTGTACTTGCTTGTGTTCGTGTCG

CACACAATGCCTGTAATCGCTTTCGGTGCATTCCGTTGGAACACTAGCTTGTTGTT

GTGGCTTCACGCATGCACGTACAGACATTCTCGCGTAGCCTGGACTTCGTGACAG

GCCGGCTAGATTCTAGAGCGTCCCTTCCTCGCCCGCTTGTACTCTTGCGCCGTCCA

TGACCGCGCGCTGCGTTGTGCCTTTTTTTTTTTTGCATGCAGGGTGCCGTGCAACT

GGCAGGGGACGGAGATCACGTTCAAGGTGGACGCCGGCTCGAACCCGAACTACC

TGGCGGTGCTGGTCGAGTACGAGTCCGGGGACGGCGACCTGCGGTCCGTGGAGC

TCATGCAGAGCGGCGGCGCGGCGTGGGCGCAGATGCAGCAGTCCTGGGGCGCGG

TGTGGCGGTACGACTCGGGCGCCGCCCTGCGGGCGCCCTTCTCCATCCGCGTCAC

CTCCGGCTCCGGCAGGACGCTCGTCGCCAGCGACGTGATCCCCGCCGGCTGGACG

CCCGGCGCCACGTACCGCTCTGTCGTTAACTTCAACTACTGATCCGACGGGAACA

ATAATGATGGGTAGATGCGCACGCGCCCGCCCGCCGCCGGTGGCGTGAGCTGCG

ACGGCGGCGTGGCGCGAGCTTGGTTTATGATTCAAGCTGTGCGTGCGTGCGTGCG

TGGGCGTAAAATTTAACGCCATTAATGTGTTGCCTGGTTCGTGACGTGCGTGCGA

ATCCGCGCCGTCGTGTATCGCCGGGATGGTGTGTTCGTGTTCGTGAAGTTTGGGT

ATCAATAAACGTTAGTAGAAGTGAAGTTGCTT 




