IDENTIFICATION

Species: Populus deltoides

Locus: Podel.08G071000

Gene Model: Podel.08G071000.1.p
Description: PAEXPA-13

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PdeltoidesWV94 v2 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PdeltoidesWV94_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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Query seq.
Superfanilies PLNOQOSO

+ Name Accession Description Interval E-value
[+] PLN00050 super famity cl31535 expansin A; Provisional 29-256 4.66e-124
SEQUENCES

Peptide

>PdEXPA-13

MAARATISFISLVLLLSLVEARIPGVYTGEAWQSAHATFYGGNDASGTMGGACGYG
NLYSQGYGVNTAALSTALFNNGLSCGACFEIKCANEPQWCHSGSPSIFITATNFCPPN
YALPSDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVSYRRVPCRKPGGIRFTINGH
RYFNLVLITNVAGAGDIVKVSVKGSRTGWMSMSRNWGQNWQSNSVLVGQSLSFRV
TGSDRRTSTSWNVVPSNWQFGQTFAGKNFRV*

CDS (coding sequence)
>PdEXPA-13

ATGGCTGCCAGGGCCACCATTTCTTTTATATCTTTGGTGCTGCTTTTGAGTCTTGTT
GAGGCAAGAATTCCCGGTGTTTACACTGGTGAAGCCTGGCAGAGCGCCCATGCTA
CTTTTTATGGTGGCAATGATGCCTCAGGAACCATGGGCGGTGCTTGCGGGTACGG
TAACTTGTACAGCCAAGGCTATGGCGTGAATACTGCAGCACTCAGCACAGCCCTG
TTCAACAATGGCCTTAGTTGCGGTGCTTGTTTTGAAATAAAGTGTGCTAATGAAC
CACAATGGTGCCACTCTGGAAGCCCATCAATTTTTATCACAGCAACAAACTTTTG
CCCTCCTAATTATGCTTTGCCTAGTGACAATGGTGGTTGGTGCAATCCTCCCCGCC
CTCACTTCGATCTTGCTATGCCTATGTTCCTCAAGATCGCCGAGTACCGTGCTGGC
ATCGTCCCTGTCTCTTACCGCCGGGTGCCGTGTAGAAAGCCAGGAGGAATCAGGT
TCACAATAAACGGACACCGTTACTTCAACTTGGTTTTGATCACCAACGTTGCAGG
CGCAGGAGATATAGTGAAGGTGAGCGTGAAGGGATCCAGGACTGGGTGGATGAG
CATGAGCCGTAACTGGGGTCAAAACTGGCAGTCAAACTCAGTTTTGGTTGGTCAG
TCGTTGTCTTTCAGGGTCACGGGCAGTGATAGACGCACGTCTACTTCATGGAATG
TTGTTCCATCAAATTGGCAATTTGGGCAAACTTTCGCCGGAAAGAATTTCAGGGT
TTAA

Nucleotide
>PdEXPA-13

CCTTCATAAATAGCAGTCCACACTCTGCATTCTCCACACACTCCCCACTTTCCCAA
ATCCCCATCTCCAGAAGCCCCTTCGTAGTTTAGTAGTGATCAGTGAAAGCAATGG
CTGCCAGGGCCACCATTTCTTTTATATCTTTGGTGCTGCTTTTGAGTCTTGTTGAG
GCAAGAATTCCCGGTGTTTACACTGGTGAAGCCTGGCAGAGCGCCCATGCTACTT
TTTATGGTGGCAATGATGCCTCAGGAACCATGGGTACTGTAATCTCGAAACCTTC



ATGCTAAGTAGCTAGCTTCTTGAATTCTTGCCATGTTCATGAATTGTTTCTGCATT
TTGCACAACCCATGTTTTGCTGTTGCATTTTCCATGACAGAGGCATAAAAACAAA
CAAAAAAAGTAATCCCTTACCTTGCTCTGCCTTTTTACAGCACCGAACTCTGTTTT
AACCAAAATCAGATTTCAAAAGCATTTAAACACAATAAGCTCACACCAATCCATG
CATTGCCTATGAATATTAAAATTCCATTCAAGAATTCATAAACCAAAAGCCAAAA
TCCCAAATAAGGAAATTAATTGATCTTATTTCTTGTGTTCAGGCGGTGCTTGCGGG
TACGGTAACTTGTACAGCCAAGGCTATGGCGTGAATACTGCAGCACTCAGCACAG
CCCTGTTCAACAATGGCCTTAGTTGCGGTGCTTGTTTTGAAATAAAGTGTGCTAAT
GAACCACAATGGTGCCACTCTGGAAGCCCATCAATTTTTATCACAGCAACAAACT
TTTGCCCTCCTAATTATGCTTTGCCTAGTGACAATGGTGGTTGGTGCAATCCTCCC
CGCCCTCACTTCGATCTTGCTATGCCTATGTTCCTCAAGATCGCCGAGTACCGTGC
TGGCATCGTCCCTGTCTCTTACCGCCGGTAAACATCCAATTCCACCATACTTGTCT
CTTATTCTTTTAAATGTTAGTCGTAGTATTATCTCTAATCAGTTTCTTACTCAACTA
TTATTGCTATAACTAGAAAAAAAACTATTTCTTGAATCAGATTAAATCAATTTGAT
TGATTGATGGAACAACGAGTATTTTGTGTTATAATTACTATGCAGTGGGTCAGAC
ATAGCAGTTGATTTGTTTCATATGAATCTGGACTATGAAAATGTGATAGGTTGCTC
TAAAAAATAAAAGCATGATTGACTGCTCGAAGGTTTCCTAGTATGGTATGATTGG
TCTTTCAAGATTCCACGTGTACAATCTTCTGAAACCTCTGATCAAATGTATCTTGT
GAAGAAATCAGAACCGTTTCTCGTTTAATCAAGGAGAATCTTATCTACTTTGTCCC
CACTTGCATGGGGAGGTCCACATCCCCTCCGAGAATCACTAAAACGCCATTTTTT
TTTATCCAGGGTGCCGTGTAGAAAGCCAGGAGGAATCAGGTTCACAATAAACGG
ACACCGTTACTTCAACTTGGTTTTGATCACCAACGTTGCAGGCGCAGGAGATATA
GTGAAGGTGAGCGTGAAGGGATCCAGGACTGGGTGGATGAGCATGAGCCGTAAC
TGGGGTCAAAACTGGCAGTCAAACTCAGTTTTGGTTGGTCAGTCGTTGTCTTTCAG
GGTCACGGGCAGTGATAGACGCACGTCTACTTCATGGAATGTTGTTCCATCAAAT
TGGCAATTTGGGCAAACTTTCGCCGGAAAGAATTTCAGGGTTTAAAATTCCCGCT
TGATATTTTGTAATTTTTTATTTCCTGTGCCTTTTCTTTTCTAAATGGGAAAAAAAA
AAAAAGGAAATGAGGAAAGAGTGTCGGTGAAAGCGAGTTGTTTTTACTTTATTTA
AAGTGTTTTTCGATGGGTTAATGGGTGAAAAAGTAAATGGAAGGTCGGAAGCTG
AGGAGGCTGCAAAGTTAAATGTAGCCCGCCGCTTTTGTTTACCATATGATAAATT
AATATATGTATACACTACATTAA






