
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.0259s0005 

Gene Model: Kalax.0259s0005.1.p 

Description: KlEXPA-32 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPA-32 

MASASIALAMVYLATLFAMRSFLTVNGFTASAWTTGHATFYGGSDASGTMGGACG

YGNLYSTGYGTRTAALSTALFNDGASCGQCFKIICDYKNDPKWCRKGYSVTITATNF

CPPNYAQANNDGGWCNPPLKHFDMAQPAWEKIGIYSGGIIPIIYQRVPCKKHGGVRF

TINGRDYFELVLITNMGGSGAIKSISVKGSKANTWSAMSRNWGANWQSNLYLNGQT

LSFQVTTDDGVTKIFSNIVPSGWTFGQTFSSSLQFS* 

CDS (coding sequence) 

>KlEXPA-32 

ATGGCATCCGCAAGCATTGCGTTGGCAATGGTTTACTTGGCTACTCTATTCGCTAT

GCGCTCTTTCCTTACTGTCAATGGCTTCACAGCTTCCGCCTGGACTACAGGCCACG

CCACGTTTTATGGAGGCAGTGATGCTTCTGGAACAATGGGCGGCGCTTGTGGATA

CGGGAACTTGTACTCGACAGGTTATGGGACAAGGACAGCAGCTCTGAGCACAGC

ATTGTTCAATGATGGAGCTTCATGTGGCCAATGCTTCAAGATCATCTGTGACTAC

AAAAATGACCCTAAGTGGTGCCGGAAAGGCTACTCTGTCACCATCACCGCCACCA

ATTTCTGCCCACCAAACTATGCGCAGGCCAACAACGACGGTGGCTGGTGCAATCC

GCCCCTCAAGCACTTCGACATGGCTCAGCCAGCCTGGGAGAAGATCGGTATCTAC

AGCGGTGGAATCATCCCCATCATATACCAAAGAGTTCCATGCAAGAAACACGGA

GGGGTTAGGTTTACGATCAATGGAAGAGACTACTTTGAGCTAGTGCTGATCACCA

ATATGGGAGGAAGTGGAGCGATCAAGTCGATTTCGGTGAAGGGATCCAAAGCTA

ATACTTGGAGTGCAATGTCCAGAAACTGGGGTGCAAACTGGCAATCCAACTTGTA

CCTCAACGGCCAGACTCTATCGTTTCAAGTCACGACGGACGACGGTGTGACCAAA

ATCTTCTCAAACATAGTCCCCTCCGGATGGACTTTCGGACAGACCTTTTCCAGCTC

TCTCCAATTCAGTTGA 

Nucleotide 

>KlEXPA-32 

ATGGCATCCGCAAGCATTGCGTTGGCAATGGTTTACTTGGCTACTCTATTCGCTAT

GCGCTCTTTCCTTACTGTCAATGGCTTCACAGCTTCCGCCTGGACTACAGGCCACG

CCACGTTTTATGGAGGCAGTGATGCTTCTGGAACAATGGGTATGGTTCAAGATCT

CAACTTTCTCGATACTGTCTCATTCAACTAGACAACATATAACCAGATTAGCTATA

CATGGCGGCTTGTGTGACTGAATGTTTCCGTTTCGTTAAATGTTTGATTCTAGGCG



GCGCTTGTGGATACGGGAACTTGTACTCGACAGGTTATGGGACAAGGACAGCAG

CTCTGAGCACAGCATTGTTCAATGATGGAGCTTCATGTGGCCAATGCTTCAAGAT

CATCTGTGACTACAAAAATGACCCTAAGTGGTGCCGGAAAGGCTACTCTGTCACC

ATCACCGCCACCAATTTCTGCCCACCAAACTATGCGCAGGCCAACAACGACGGTG

GCTGGTGCAATCCGCCCCTCAAGCACTTCGACATGGCTCAGCCAGCCTGGGAGAA

GATCGGTATCTACAGCGGTGGAATCATCCCCATCATATACCAAAGGTAATGTACC

TTAGGTTTAAAATTTTAATAAATTTTTTTATATATATTTATTATATGATTAAGACG

CATGTTGCAGAGTTCCATGCAAGAAACACGGAGGGGTTAGGTTTACGATCAATGG

AAGAGACTACTTTGAGCTAGTGCTGATCACCAATATGGGAGGAAGTGGAGCGAT

CAAGTCGATTTCGGTGAAGGGATCCAAAGCTAATACTTGGAGTGCAATGTCCAGA

AACTGGGGTGCAAACTGGCAATCCAACTTGTACCTCAACGGCCAGACTCTATCGT

TTCAAGTCACGACGGACGACGGTGTGACCAAAATCTTCTCAAACATAGTCCCCTC

CGGATGGACTTTCGGACAGACCTTTTCCAGCTCTCTCCAATTCAGTTGA 




