IDENTIFICATION

Species: Arachis ipaensis
Locus: XP_016186083

Gene Model: XP_016186083.1
Description: AipEXPB-01
Family: Beta Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/35711?genome assembly id=315604
KEGG: https://www.genome.jp/entry/T04301

EXTERNAL RESOURCES
https://peanutbase.org/organism/Arachis/ipaensis
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Superfanilies OPBB_R1pA_EXP_N-1ike superdamily

PLNO3 023
List of domain hits o

Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-like super family 41724 double-psi beta-barrel fold of RIpA, N-terminal domain of expansing, and similar domains; The 73173 417e-52
[+] PLN03023 super famity ci33621 Expansin-iike B1; Provisional 72-276 1.22e-22
Peptide

>AIpEXPB-01

MSKSGPKLATVARVKALTEVQTGMVLIFEGTEKLHLILVLLLCVGMTIVIEMAPPSSF
RSKENADAEAKEGCGACSYGKTVESPPISKLTAAVGHYIFRQGYGCGACYEVKCTD
NAACSGKPVTVVVSDECPSCSGYHFNLSGAAFASIANPGQQDILRKLGQVNLQYRRV
SCSFGRSIAFRMGENSEPNKLEVSMEYVNGDADIHIENGPEQGLEISHVWGATWSVF
AGGYAIQPPFNFTLVQRYPDGTKGKTILVPNIFTQDWKIGQVYQSTINF

CDS (coding sequence)
>AipEXPB-01

ATGTCAAAGTCGGGACCAAAATTAGCGACGGTTGCCAGAGTAAAGGCTTTGACG
GAGGTGCAGACGGGAATGGTGTTGATTTTTGAGGGGACGGAGAAGTTGCATCTG
ATCCTAGTCCTCCTCCTCTGTGTTGGAATGACGATTGTGATAGAGATGGCTCCTCC
TTCGTCTTTCAGATCCAAAGAAAATGCAGATGCAGAAGCAAAAGAAGGATGTGG
TGCATGTAGTTATGGTAAAACTGTGGAGAGTCCTCCAATTTCTAAATTGACAGCG
GCTGTAGGCCATTATATTTTTCGTCAAGGTTATGGATGTGGTGCTTGTTACGAGGT
GAAATGCACAGATAATGCAGCATGTTCAGGGAAGCCAGTGACAGTGGTGGTAAG
TGATGAATGCCCATCGTGTTCAGGATACCATTTCAATCTCAGTGGCGCCGCTTTTG
CTTCCATTGCAAATCCAGGTCAACAAGATATTCTTCGTAAACTTGGACAAGTCAA
CCTTCAATACAGAAGGGTTTCATGCTCATTTGGACGTTCTATAGCATTTAGAATGG
GTGAAAATTCTGAACCAAATAAATTAGAAGTATCAATGGAATACGTAAATGGAG
ATGCAGATATTCATATAGAAAATGGTCCTGAACAAGGTTTAGAGATTTCTCATGT
GTGGGGTGCAACTTGGAGTGTTTTTGCTGGTGGTTATGCTATACAACCTCCATTCA
ATTTTACACTCGTTCAACGTTATCCCGATGGCACCAAAGGAAAGACCATTCTGGT
TCCTAATATATTCACACAGGATTGGAAGATCGGTCAAGTTTATCAATCAACGATA
AATTTCTAG

Nucleotide
>AIpEXPB-01

ATGTATGTTTGGTATATTTGTAAGTTACTTGTATAAGAAGTCTCGTATATATATAT
ATGAAGATTGTCATTGAATTTGTTTATATATGCATTTTGTAAAAAGAAAAAGAAT
ITTTTATTTTTCAAAGAAACAGCAATACGGTTTCGAGTTAAAGGCTCATATTTTAT




TGTTAAGTATACAGAAGTCGTCGTAATATCCTAGCTATCAAAGTGGTGCAACCGA
AAGTGTGACATTCTGATAGTAAGGGTATTAACCCCAGGCCACTTCCTAAGGGGAG
ACCCTTTTGAAGAGAAAAGGAGAGGCTGACGGAGCGGATTTCAAGCATCTTCAT
GACTTCGAGCGCGGCAATCCCAACCCAATTCCAGAGAGGGTTTTTGCTCAGCCTA
GTAGTGTTGTTACCTGTATCGGATATGTTGGAGATAGAGATCTTTCCTGGGTGGA
CGTGTAGGTCAACGGTGAGGGAGATGGTGTCACCGAGGCCATCGACAGCGCAGT
CGAAAATGTCAAAGTCGGGACCAAAATTAGCGACGGTTGCCAGAGTAAAGGCTT
TGACGGAGGTGCAGACGGGAATGGTGTTGATTTTTGAGGGGACGGAGAAGTTGC
ATCTGATCCTAGTCCTCCTCCTCTGTGTTGGAATGACGATTGTGATAGAGATGGCT
CCTCCTTCGTCTTTCAGATCCAAAGAAAATGCAGATGCAGAAGCAAAAGAAGGA
TGTTGACATTGACAGAGGATGAAAGTGGTGGTAGGGCGGTGTAGAGTAAAATTA
GAGGTTTGAAATAGATTATATTAAAGGGTAGTTTGAAAATTTTATTTAATTTTGTA
AGATTTGGATAATTTTATTTGTAAAAATCTATTTTTCATGAATATAACTTTAATTTT
CGACTTTCATGAATAAAAATGTTAGCATCCGAATTTTTCATTATAAAAAATTACTA
TTTACTTTAATTATTTTTAATGTGAGCATTTAGATCATTCTCAACATGTTAGTTTTA
ATCACTTTTATTATTTTTTAGATATTTTATAATCATCGTTATTTGGTTAATTTTATT
ATTTAAAATGTAAGATGATATTAATTTTAATTACTTTAATGTTGTATATTAAATTT
ATAATCTTGTGTGTTTTTTTTTTTATAATTTTTAGTGTTTTTAATTATCACGTAGTA
ATTTATAATATTTTTTAATGTAATTAAAGGTAGAATATTATACAATTTATAATAAT
AATAATGTATAATGATTCTTTCCTTTTCTTATAAACCTTTTTTATATGGATCATAAT
TTTCTTCTTGAGCAAGATACGCATTTTTATTTGTAGAAAAAAAATTAATTTTACAT
AATTTTGTAATTTACTCCTTTGGAATTTTAATCATCCAATTAATACTCTCTTATCTT
TATCATTTTCAAAAAAAGAGTTAAAAGATAAAAAAAAAATATATCAACGTTAGTT
GCACATGCTTAATAACATTTTAAGTGAATATTTTGAAGTTTTTTTCTTTGAATTAT
ACCAAAAAATTAGAGTTAACATTATTAATATTAATTTTTGACTAATTTGAATGTTG
ACATGGCCTATTTTTAAACAAAAAATTATATGAAATTTAATTATTAAAATCATGT
ACTATAAATACTACTAGCTAGCAAGTTTCAAACATGATACATTACTACAGTTGCA
AAAACTATCATCAATTCATCATGAAGGTTCACACATTTAATCTTGTAGTCCTTTGT
TCTATGCTTTTAAGCACTACTTGCTATTGCATCAACCCCAAATTTTTCAATCCTTC
AAAAGTTCCAAATGATGAAAAACCATGGGACCAAACACAAGCTACATGGTATGG
AACCCCCGATGGTGCTGGTTCAGATAGTGAGTGAGCAAGTTAAATTATTTTTATT
ATATATACTTTGTATATTTAATTAATTCACATGCTAATATTATGATTTTTTTTCTTC
TTCTTCTTTTTTTGTATGTACCAAGTAAAATGCTTTTATTTATTTTTTTCACGGTTA
TAAACTAGACTCTGCCAAATCAACTCCCATAGTTGATTTTAACCATTTTAATTTAT
TACCAATTGCTTTGTCACGGAATTTTTTTTAAAAATTTAAATTAATTTATAAAGAC
ATTTAAACAATATATATATATATAATACATATTTTTTTGGTAATAAAATTATTCNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTCAATCAAAATAATTTG




TGTAATAAAATAATTTTTTTAAAAAATTTAAGTTGATAAAAAAAGACATATGAAT
AACTATATTTTTTTTTAACAATTTGCTGACCCTTACTACTCCTATATTCTTAATACG
TTTTCTCATATAAGAATTCTTTTTAGCTTTGTGTCAACTTTTGCTAGCCCTCCATTC
ATTATTTTTTTTATTTGTGTTGTGACGATTTTTTTTTAGACTGAACAAAAATTGTAC
TCTAAATTTTTAGATTATATAAAAATTTTAATATTATGTTATAAAATAATTTTTTAT
AAAAATTTAAATTAAAAAAAGGAGATATATAAATAATTATATTTCTAATAATTTA
TTAATGTTAGAGATTAATATGATTATATTAATGTAATTATGTGTAGGTGGTGCATG
TAGTTATGGTAAAACTGTGGAGAGTCCTCCAATTTCTAAATTGACAGCGGCTGTA
GGCCATTATATTTTTCGTCAAGGTTATGGATGTGGTGCTTGTTACGAGGTACATTT

ATTTGCTTTAATTTTTCATAAAAACTATCCTTTTTTTTATTTTTTTTATACGTTTGAG
AAATTTATTTTGATAAAATAAAAATAGTGAAAAATCCAAAAGTATTATTTTTAAA
TATGCTACAATTTTTAATTTTCAAAAAATTAATAAACATAAAAATGTATTAAAGA

ATGAATTAATGATGAAAAATATGATAACAAATGAAGATGATTATGATATATAGGT
GAAATGCACAGATAATGCAGCATGTTCAGGGAAGCCAGTGACAGTGGTGGTAAG
TGATGAATGCCCATCGTGTTCAGGATACCATTTCAATCTCAGTGGCGCCGCTTTTG
CTTCCATTGCAAATCCAGGTCAACAAGATATTCTTCGTAAACTTGGACAAGTCAA
CCTTCAATACAGAAGGTATAATGTTTTGCAAATAATTTATTATTTTCAAACTAAAT
CTTTTATATATAGTAATGAGGAGTGTTAGGGACAGTAAATTTTGTGATTTATAGTC
ATCAATTAATTATTATTAGTATTTTAATAGTGTAAAATTATATCTAATAGTGTGTG
ATTACTTTTTTTTGTTAATTAAATACTGACTAAATTTTAATAAAAGTGTTGGACCC
TAGACTTTTTCTATAATAATACAATAAATTGGTCCTTTTAATTATTTATGTTTCGG
AAAAATTATTAGCTCCAAAAAAAATTAATTTTTAAATAGTTTTAACAAAATAACA
AATTAGTCCTTGTTTTTTTCAAAAACTGAAATGTCTTTTATTTTATTTAGGATTAAT
TTGTTTATTTTTAACAAATATTAGAGACTTTTTTCTGTTAGGGAACAACATTTGAA
GCATGAATTGTTTAAAGATCAATTTGGAATATTTATTTACCTGTGCTTTAAAATAA
AATTTAAATGATTTTTAATTAACTGGCTTGCTTTTCAAAATCTATTAAAATTTGAA
GAATTTGATTGGAATTCATTTAATTTAAATTTTAACTTGTTAAGAACTAAAAACAT
TAGATTGATCCATTTTAGCCATTACGATTTACAAACACAATCTAATATATATATAT
ATATATATAGACACACACAAAAAAAGTTTTACTACCTCATATTAAGGCACACTCA
ATAAAATTAGTATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCTTTTT
GTCTTTAATATTTGGATCAAATCTCAAATTAAAATTATTTCTAACATTTTAAATAT
TTTATTTAAATTTTTTACATTTTAAAATTATTACAATATTATCTTATTATCATCTCT
ATTAATAATTTTATAACAGAAATGCACACATAAATATTATGATTTAGTGTGGCAA
ACCGATCTCATATTATTGGTAAAAAGATAAAAAGTAAATAAACAAAAAAAAATA
ACACTAACCATACAAAATCTTAATTATATTTCGTTTTCTCATATGCTAGTGTTACT
TATCTTCTTTTTATTTAATTTTTTATTTTTCACTAATGATAATATGAGATCAGTTTT
TCATAGTAAATTATAATGTCTTTGTGTGTATTTTTATCACAGAATTAATGGTAAGA
TAATATTAAAATAATTTGAAAGGTTAACAATTTAAATAGTACATTTAAAATGTTA
CAGATAATTTTAAAATTATATTTAGTCTAAACGTTAAAGATAAAAATAATACTTT
AATCAAATTTTTTTTTTGTATCTCTCTCTCAATTTTTATTTGTATGGTGTTCTTTAG
GGTTTCATGCTCATTTGGACGTTCTATAGCATTTAGAATGGGTGAAAATTCTGAAC




CAAATAAATTAGAAGTATCAATGGAATACGTAAATGGAGATGCAGATATTCATAT
AGAAAATGGTCCTGAACAAGGTTTAGAGATTTCTCATGTGTGGGGTGCAACTTGG
AGTGTTTTTGCTGGTGGTTATGCTATACAACCTCCATTCAATTTTACACTCGTTCA
ACGTTATCCCGATGGCACCAAAGGAAAGACCATTCTGGTTCCTAATATATTCACA
CAGGATTGGAAGATCGGTCAAGTTTATCAATCAACGATAAATTTCTAGAAGACTC
TTACTAGAAAAATATATTATATTTCTGTTTATAAATAATTGTCCTTTTTTTTAAATA
AAAAAATTATGTATTTGATATAAGTATAAAGGGTGATCAATTACTAAATAAGAAT
CTATGCCATCTTCTTTTACTAGATATAATAAAATATGTGAACTAAAAAAATGAGA
GAAGGAGAGTGTGGAGCGAGAGTTTGAGAGTGAAACACAATAAAAAAAGACGA
TTATGCCGTCGGAAAGGATAAAGGAAAGAGCGTAGGGTGTGTATCGAATGTCAA
AGAGAATTCTTTTTGAGAGGCCAGGGTTTAGAAAAGCCATCTAAGATCTCTTTTA
GAGATAAGATCATTGGTGTAGAGAAATCCAAAGCCTTTGCATTAGTAGGGTCTTT
ATTTAGGGATGGTATCTCAAAGTGATAGGTAATCAGAGTGATTTTCGTCCACCGA
ACATCAGTTTTACGAAAGAGGCGAAGAGCTATCTAACTGAACCATATCAGGAAG





