IDENTIFICATION

Species: Amaranthus hypochondriacus
Locus: AH017527

Gene Model: AH017527-RA
Description: AhyEXPA-12

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ahypochondriacus_v2_ 1

EXTERNAL RESOURCES
https://www.nchi.nlm.nih.gov/genome/?term=amaranthus+hypochondriacus



https://phytozome-next.jgi.doe.gov/info/Ahypochondriacus_v2_1
https://www.ncbi.nlm.nih.gov/genome/?term=amaranthus+hypochondriacus

GENE STRUCTURE
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DOMAIN ARCHITECTURE
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Query seq, MYOHYAHYTKSNYL TQKWCKPGAGSTKYTATNLCPSSTGPSAWCNPPLOHFDL TAPMFLTIAY YOAGI VPVOYRRIPCYKOGGLAFFMGGNPNF LLYLVYNYGGAGDVTDMKIKGGD ¥

Superfanilies PLNO0O0OS0

List of domain hits "
Name Accession Description Interval E-value
[+] PLN00050 super family ci31535 expansin A; Provisional 17-115 1.30e-35
SEQUENCES

Peptide

>AhyEXPA-12

MVQHVAHVTKSNVLTQKWCKPGAGSIKVTATNLCPSSTGPSAWCNPPLQHFDLTQP
MFLTIAYYQAGIVPVQYRRIPCVKQGGLQFFMGGNPNFLLVLVYNVGGAGDVTDMK
IKGGD*

CDS (coding sequence)
>AhyEXPA-12

ATGGTTCAACATGTGGCGCATGTTACGAAATCCAATGTGTTAACTCAAAAATGGT
GCAAACCCGGAGCCGGATCCATCAAAGTAACCGCCACAAACTTATGTCCATCCTC
CACGGGCCCATCGGCCTGGTGCAATCCTCCTTTACAACACTTTGATTTAACCCAGC
CCATGTTTCTTACAATTGCTTATTACCAAGCCGGGATTGTACCGGTTCAGTATAGG
AGAATTCCTTGTGTTAAACAAGGGGGGCTTCAGTTTTTTATGGGTGGAAACCCGA
ATTTTTTGTTGGTTTTGGTTTATAATGTGGGTGGGGCGGGTGATGTAACGGATATG
AAGATAAAGGGGGGGGACTAA

Nucleotide
>AhyEXPA-12

ATGGTTCAACATGTGGCGCATGTTACGAAATCCAATGTGTTAACTCAAAAATGGT
GCAAACCCGGAGCCGGATCCATCAAAGTAACCGCCACAAACTTATGTCCATCCTC
CACGGGCCCATCGGCCTGGTGCAATCCTCCTTTACAACACTTTGATTTAACCCAGC
CCATGTTTCTTACAATTGCTTATTACCAAGCCGGGATTGTACCGGTTCAGTATAGG
AGAATTCCTTGTGTTAAACAAGGGGGGCTTCAGTTTTTTATGGGTGGAAACCCGA
ATTTTTTGTTGGTTTTGGTTTATAATGTGGGTGGGGCGGGTGATGTAACGGATATG
AAGATAAAGGGGGGGGACTAA



