IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0476s0035

Gene Model: Kalax.0476s0035.1.p
Description: KIEXPA-41

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1

GENE STRUCTURE

KIEXPA-41

L 1 1 1 1 1 1 1 1 1
tibp 200y 200bp G0ty 800D 104K 12000 [ETT 1600bp 1$00p

Legend:

Exon — Intron

DOMAIN ARCHITECTURE

Superfanilies PLN0OO0OS0O

Name Accession Description Interval E-value
[+ PLN0D050 super family cl31535 expansin A; Provisional 1-247 2.59-139
SEQUENCES

Peptide

>KIEXPA-41

MGLAAVVCLSLLSWASLAYGSGAGWVAAHATFYGGGDASGTMGGACGYGNLYSQ
GYGTNTAALSTAMFNSGLSCGSCYEIRCVNDRRWCLPGSVVVTATNFCPPNNALPNN
AGGWCNPPLHHFDLSQPIFQHIAHYKAGIVPVAYKRVPCRRRGGIRFTINGHSYFNLV
LITNVGGAGDVHAVSIKGSRTQWRPMSRNWGQNWQSNSLLNGQSLSFKVTTSDGRT
VVSYNVAPSSWSFGRTYSGSQFH*

CDS (coding sequence)
>KIEXPA-41

ATGGGTCTTGCTGCGGTTGTGTGCCTGAGCTTGCTCTCCTGGGCATCACTGGCATA
TGGTTCAGGTGCAGGATGGGTAGCTGCTCATGCCACGTTCTATGGCGGCGGAGAT
GCTTCTGGGACGATGGGTGGAGCTTGTGGGTATGGAAACCTGTACAGCCAGGGCT
ACGGCACCAACACCGCAGCCTTAAGCACTGCCATGTTCAACAGCGGCTTGAGCTG
CGGATCTTGCTATGAGATCAGGTGTGTGAATGACAGGAGATGGTGTCTTCCTGGC
TCAGTTGTGGTCACCGCCACCAACTTCTGCCCTCCCAACAACGCCTTGCCCAACA
ATGCCGGTGGCTGGTGCAACCCTCCCCTCCACCACTTCGATCTCTCCCAGCCCATC
TTCCAGCACATCGCCCATTACAAGGCTGGCATTGTCCCAGTAGCCTACAAAAGGG
TGCCGTGCAGGAGAAGGGGAGGGATCAGGTTCACGATCAACGGCCACTCGTACT
TCAACCTAGTCCTGATCACCAACGTGGGAGGAGCTGGAGACGTGCACGCGGTCTC
GATCAAGGGCTCAAGGACCCAATGGCGGCCCATGTCGAGAAACTGGGGCCAAAA
CTGGCAGAGCAACAGCCTCCTCAACGGCCAGAGCCTGTCGTTCAAGGTCACCACG
AGTGACGGCCGCACTGTCGTCTCCTACAACGTTGCTCCCTCCAGCTGGTCCTTCGG
CCGGACCTACTCCGGCTCTCAGTTTCACTAA

Nucleotide
>SKIEXPA-41

ATGGGTCTTGCTGCGGTTGTGTGCCTGAGCTTGCTCTCCTGGGCATCACTGGCATA
TGGTTCAGGTGCAGGATGGGTAGCTGCTCATGCCACGTTCTATGGCGGCGGAGAT
GCTTCTGGGACGATGGGTATATCACATCTTACATTTTTCTTTTCTTTTCTGTGAAGT
GGGTTCAAGTAGAGGTTTTTCCAACACCCATTTGCCCAAACATCACACTCTGTTTG
CCTAAAGGGACAAATTTTAAGACACCCATTTGCCCCATCTTCACTTTATTGCTTTC

AAAGTGTTATGAATTCATGTGGGAGGTGATTTATGTGTTTCTCACACCATACAGTT




TCGTCTCTACGAACGGTTCGTCGAAATTTTTTTAATTACGTTTCATCCTATCAAAC
ATGATTAAAATTGATTAAATCACATTTAGTAGCATGAAACATGATTAAATATCAA
ATTTTTATCTTCCAGATCAATCTTTAAAGATCTATTTTAATCACGTTTAATCCTACC
AAACATGATTAAAAATTTATTTTTTTATCACGTTTGAAAGAATAAATGTGATACA
AGATTGATATTTAATCATGTTTAATTCTTCCAAACACGAATAAAGATTTTTTTTAA
TAAAAAAATTTAATTAAATAATTTTTTTATGTATAATTGTTAAGAAAAAAATAAT
AAAATACATAATTAAAAAATAATCAAATATTTATTAACTTTCAAAAAAATTATAA
TTAATATAATATGAAGAAAAGTAGAAAAGATAAAATATGACATGGGTCTACGTA
CAAATATTTGAAAGATTTGTTTTAATGTGAGAAAAAGATTTGTGAAAAGAAATTT
ATAATAAAACTGTCATGACTCAAATCTACTTTTAAATTTATATGAACGTCGATGCC
CTTATGACCCCAATCAACTTAAAAGGACAAATCTTTTAGGGCACCCATTTGAATA
CTTCTGCAGAGGTTAACTTTTGGGATCCACTAGACAACATTTGAACATTTTTACCA
GAAGTAGTTTAATTTCTGAGACACTCATTTGAACTTATCTGTTGAAGGTGGAGCTT
GTGGGTATGGAAACCTGTACAGCCAGGGCTACGGCACCAACACCGCAGCCTTAA
GCACTGCCATGTTCAACAGCGGCTTGAGCTGCGGATCTTGCTATGAGATCAGGTG
TGTGAATGACAGGAGATGGTGTCTTCCTGGCTCAGTTGTGGTCACCGCCACCAAC
TTCTGCCCTCCCAACAACGCCTTGCCCAACAATGCCGGTGGCTGGTGCAACCCTC
CCCTCCACCACTTCGATCTCTCCCAGCCCATCTTCCAGCACATCGCCCATTACAAG
GCTGGCATTGTCCCAGTAGCCTACAAAAGGTACCAAGTCCTCATTCATCTTGCAA
CATGTTTGATGTTCAATACGTACTTAAGAGTCAATTTTGGTTGCATGTCCAATAAG
GCCCCGACAGACGCTTAGTGATTGATTGTAAAAAAAATTTAATTTTTCAACGTTA
TAAATGATTGATCAAATGGCCATGGCAGCACCCGATGAATCCACGTAAATTTTAA
GTGATGAGTAAATAACTTGCATGGTGTTTTCAACTCGGTGCTGTTGTAGGGTGCC
GTGCAGGAGAAGGGGAGGGATCAGGTTCACGATCAACGGCCACTCGTACTTCAA
CCTAGTCCTGATCACCAACGTGGGAGGAGCTGGAGACGTGCACGCGGTCTCGATC
AAGGGCTCAAGGACCCAATGGCGGCCCATGTCGAGAAACTGGGGCCAAAACTGG
CAGAGCAACAGCCTCCTCAACGGCCAGAGCCTGTCGTTCAAGGTCACCACGAGTG
ACGGCCGCACTGTCGTCTCCTACAACGTTGCTCCCTCCAGCTGGTCCTTCGGCCGG
ACCTACTCCGGCTCTCAGTTTCACTAA






