
IDENTIFICATION 

Species: Physcomitrium patens 

Locus: Pp3c8_14900V3 

Gene Model: Pp3c8_14900V3.1.p 

Description: PpEXPA-15 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3  

KEGG: https://www.genome.jp/entry/gn:T01041  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3
https://www.genome.jp/entry/gn:T01041


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PpEXPA-15 

MKMSATSGVQLAVLLLALSVSSVLGGPFGWNFGRITYYGSPNGGGTQGGACGYQNT

FALGYGTNTAALSSRLFQGGAACGACYQLRCIAPKWGKNWCWNYARSIVVTATNL

CPSGSNGGWCNPPNAHFDLPMPAFTSLARKEGGVTPIMYRRVRCARRGGIRFTIGGN

PFFLMVLIHNVGGAGDVRAVSIKGQYTGWVGMYRNWGSLWTCTTKIDGALTFRITT

GDGKTLILYNAVRKGWRFGQTWEGSQFR* 

CDS (coding sequence) 

>PpEXPA-15 

ATGAAGATGAGCGCTACATCCGGTGTACAGCTCGCTGTCCTCCTTCTTGCGCTGA

GTGTATCTTCTGTGCTTGGAGGGCCATTTGGTTGGAACTTTGGACGCATCACCTAC

TACGGTTCTCCGAATGGAGGTGGAACGCAGGGAGGCGCTTGCGGGTATCAAAAC

ACTTTCGCACTAGGATACGGAACTAATACTGCTGCGTTGAGTTCACGTTTGTTCCA

AGGCGGGGCTGCCTGCGGAGCTTGCTACCAGCTCAGATGCATTGCGCCGAAATGG

GGTAAGAACTGGTGCTGGAACTACGCAAGGTCCATCGTGGTTACTGCCACAAATC

TTTGCCCATCAGGTTCAAACGGAGGCTGGTGCAACCCTCCCAATGCCCACTTCGA

TTTGCCGATGCCTGCCTTCACTAGTCTAGCAAGGAAGGAAGGAGGTGTTACCCCT

ATCATGTACAGGAGAGTGAGGTGTGCCAGGCGCGGCGGTATTCGCTTCACCATAG

GAGGCAACCCTTTCTTCTTGATGGTTCTCATTCACAACGTTGGAGGTGCTGGTGAT

GTTAGGGCTGTGTCCATCAAGGGACAGTACACTGGGTGGGTGGGCATGTACCGTA

ATTGGGGTTCACTTTGGACATGCACAACGAAGATTGATGGTGCGCTGACTTTCAG

GATTACAACCGGTGATGGAAAAACACTAATTCTTTACAATGCTGTGCGCAAAGGT

TGGAGGTTTGGCCAAACCTGGGAGGGTTCCCAGTTTAGGTGA 

Nucleotide 

>PpEXPA-15 

TTTGCAACCCGACCCGGCCCGACCCGCATATGCTTCACCGCCATCGCCGGTTCCA

GCTGTTGCTCCATTTAGCTTGGGGCGCGGCGCGCAAGTTCGCGGGGAGCTCTCTC

CCCGCGCCTCCCCAGAATCACGAGATTTGAGCGTTGATCAACAACATGCGAGAAG

TCGTCCACTGCGGAGTGGGTTCAATTCCGAAGGATCCCTTTCGGGAAGTTTGAAC

CCACTTGCTTTTTGAATTTGTGTTGCTGCAAGTGCTCGCGCAAGGCTAATGATAGA

GAAGTTAGAAGTGGGTTTTAAATTGGAAATTTCTTGTTTGAGATAATGGGTGCGC



GGAGATAATTCGTGTCGTGGTCATCTCGACATCGACGGAATGTCAACGTCTGGAT

AGAGGGTGGCGATTTTAAGCCCCCCTGGAATCGGCTTAGTCTGATGAATAGTGAA

TTCGGTTGCGCAAGTTTAGAGCATCGTAGACACGTCCTGGAGGCATTGCATGAGA

TTAATTCTCCCCCCCCCTCCCCCCCCCACCCCAAATATGTGTACACTGTTTTGCAG

CCTGAGTGAATGTTCCGGAAGACTTCTAATACTACTCAGTATGTTTTTCACCATGG

CAGCTTTCAGGATCGGATGGGGGTGAAGCCAATTGTTTTGGTGGCAAAAACTCAA

ACATACCCCCTCTCTCTTACCCCAATGCAATCAGATAGGTGATTCGCAAGTGGAA

AAGGTTATGAGCTCTTAAGACTCTCCTAAGATCTCTCCATCCCCGCAGCGTCCTTT

ACATGTCCTTCCACAAGTCCTTTCAGAAGTGCATTCACATGCGGATCCAGGACCA

GGACTAGCAGTTTCTTCTCCTCATGAGAGCTTCGACGCGAGCGAGTTTGTAAACC

TCCTTCTCCTCCCAGATTCCACTGCGCATCTGCATCTCGTAAGTTCTCCTCGGCAA

CTCTTGGCTTAAGCAAGGTCTGAGCAAAACTAGTGCATTGGTACGGGTCTTCTCA

GTAGTCCGTGCTGCTGCTCAGGGGACGTTCTTGCTGTGAAATCTATATTGGTACCG

AGTGGTGTACCCATTGCGTAGCTATTTCGGGATCAACGTACGTTGCATTGATCTAC

ATTCGTATCTCCTCCTTGCAATATTTATACAGTTCATCTATTTGAGTCGAACAAGC

GAGTTCTCTTTTTGTGAATTTGAGTGAATGGGCCCAGGTACTCGTTAGATGCAGA

GTTATGTCGAGGTTTGAGAAGAGTTTATGCTCAACAATAAGTTGAGCATGAGTGG

TATAGGTGCAGCCTGGTGCTGAAATCCGATAAGAGCAGGACTGGTATTGAGAGC

AAGTAATTAACTAACTTTGTGTGGTGCACTTTAGTGTAGAGGATGATATTTTTGGT

GAGGTTTGTACGCAAGCAAGACATGTTAAGACACATGGAATCAAATCCCAGTTG

AGACATTTTTTGTTTACGAGACGTTGCAGGGACGCCATGAAGATGAGCGCTACAT

CCGGTGTACAGCTCGCTGTCCTCCTTCTTGCGCTGAGTGTATCTTCTGTGCTTGGA

GGGCCATTTGGTTGGAACTTTGGACGCATCACCTACTACGGTTCTCCGAATGGAG

GTGGAACGCAGGGAGGCGCTTGCGGGTATCAAAACACTTTCGCACTAGGATACG

GAACTAATACTGCTGCGTTGAGTTCACGTTTGTTCCAAGGCGGGGCTGCCTGCGG

AGCTTGCTACCAGCTCAGATGCATTGCGCCGAAATGGGGTAAGAACTGGTGCTGG

AACTACGCAAGGTCCATCGTGGTTACTGCCACAAATCTTTGCCCATCAGGTTCAA

ACGGAGGCTGGTGCAACCCTCCCAATGCCCACTTCGATTTGCCGATGCCTGCCTT

CACTAGTCTAGCAAGGAAGGAAGGAGGTGTTACCCCTATCATGTACAGGAGGTG

AGATTTGGTTGCACTTCTGTAATGTTTAGGCCGGTGAATTGATGCGACTTTTGCAA

CATTGACGTCGTTTTTGAACTGAGGAAGGTGTTCAGCTCGGTTTTCAAGATTCGTG

CGTTGTGTGTCTATGACAGAGTGAGGTGTGCCAGGCGCGGCGGTATTCGCTTCAC

CATAGGAGGCAACCCTTTCTTCTTGATGGTTCTCATTCACAACGTTGGAGGTGCTG

GTGATGTTAGGGCTGTGTCCATCAAGGGACAGTACACTGGGTGGGTGGGCATGTA

CCGTAATTGGGGTTCACTTTGGACATGCACAACGAAGATTGATGGTGCGCTGACT

TTCAGGATTACAACCGGTGATGGAAAAACACTAATTCTTTACAATGCTGTGCGCA

AAGGTTGGAGGTTTGGCCAAACCTGGGAGGGTTCCCAGTTTAGGTGATCTCGATT

GTATTATATGCTGGTTGCACGCTGAAAGCCTTTCCAGCATAAAAGCCACTCTTGC

GACCAGTCCACTTGGACGATGGTATTCATTGTGACACAATTTTAGCAATTGATCT

GTTTTGGAAAATCATTTATCGTTTGGCGTATTAGAAGATTACAGGATGCAGCACT

TTCTTAAATAAACTTTATAATCCGATCTTTTTTTCTGCTATTGAAGACAAGCTGTT

CATGTGATATTGAGGCACTTAAGGATGCGAAGATTTTCATCTATGGCATTAGGAA

AAATATAGTAGCACGGGCCGCACAGGTGATTTGTGTTCAATTTGTGTAGATTGAG

CATAGCGCGCCAGTGGAAAACACAACTAGGTCATGACGAACCCTTCATGTCGAA

AAGTGTTCGAGATTTTGAAGTCCCCTCAGGACAGCTGAATCACTCCCGATCATAA

TTGTGTAAGCTGCGCATGATTCAAGTTTGTAATTTCGATGAAATATAATCTGAAAT

CTTCTGCTGTGCGAGGTGAAGTGCATCTGGCCACCCGCACATTTATCACAAACAT



CGTGCATCAATTTGTTGTCAGGAGTTCCGAAGTGAACTTGTAATCCTTCCCTGTAC

CATGC 


