IDENTIFICATION

Species: Musa acuminata

Locus: GSMUA_Achr2pP13750 001

Gene Model: GSMUA_Achr2P13750_001
Description: MacEXPB-04

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Macuminata vl
KEGG: https://www.genome.jp/entry/T03447

EXTERNAL RESOURCES
https://banana-genome-hub.southgreen.fr/
https://musabase.org/



https://phytozome-next.jgi.doe.gov/info/Macuminata_v1
https://www.genome.jp/entry/T03447
https://banana-genome-hub.southgreen.fr/
https://musabase.org/

GENE STRUCTURE

MacEXPB-04
5

| 1 1 ' Il 1
Obp 2y 3000p Gy 8(K0bp 10006p

Legend:

Exon — Intron

DOMAIN ARCHITECTURE

s 1w 125
L | | | I

Query seq.
4 seq binding site

specific hits o e

Superfanilies PLNO0193
DPBB_RIpA_EXP_N-like superfamily

List of domain hits L)
Name Accession Description Interval  E-value
[+] DPBE_EXPB_N ¢d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 40-161 1.34e-67
[+] PLN00193 super family cl33423 expansin-A; Provisional 16-261 1.62e-27

>MacEXPB-04

MASSFRRLSSLLVFVGFLSLLRPCACYNRMNSSDTDLAMSPAVATWY GAAEGPGST
GGACGYGDGVAKAPFESKISAGNSALFKSGKGCGACYQVACTANPACSGRPVTVVI
TDQCPGACDNDPLHFDLSGAAFGAMAKPGEAAALRSAGFIHVQYARVPCSYRGFHI
AFRVDNGSNPNYFAVLPEFVNGDGEISAAEVGQGSSWSPMQFSWGALWKLNAPVH
GPASIRLTSAVSRKTIVATNVIPAGWRPGATYY SNVNF*

CDS (coding sequence)
>MacEXPB-04

ATGGCCTCCTCCTTTCGTCGTCTCTCTTCTCTTCTTGTTTTCGTTGGTTTCCTTTCCC
TGCTCCGCCCCTGCGCTTGCTACAACCGCATGAACTCGTCCGACACTGACTTGGC
CATGTCGCCGGCTGTAGCCACCTGGTACGGGGCCGCCGAAGGCCCTGGAAGTACT
GGTGGTGCATGCGGATATGGTGATGGGGTTGCCAAGGCTCCGTTCGAATCCAAGA
TATCAGCAGGTAATTCTGCGCTGTTCAAATCAGGCAAGGGATGTGGTGCTTGCTA
TCAGGTTGCGTGCACGGCGAACCCTGCATGCTCCGGGAGGCCGGTGACCGTGGTC
ATCACGGACCAGTGCCCCGGCGCGTGTGATAACGACCCGCTCCATTTTGACCTCA
GCGGGGCTGCCTTCGGGGCCATGGCGAAGCCTGGCGAAGCCGCTGCGCTTCGCA
GCGCGGGCTTCATTCACGTACAATACGCCAGAGTGCCCTGCAGCTACCGGGGCTT
TCACATCGCCTTCAGGGTGGACAACGGATCCAACCCAAACTACTTCGCCGTGCTC
CCCGAGTTCGTAAATGGGGACGGCGAAATCTCGGCCGCCGAAGTGGGGCAGGGG
AGCTCGTGGTCGCCCATGCAGTTTTCGTGGGGCGCCCTTTGGAAGCTGAACGCGC
CAGTGCATGGTCCAGCTTCGATCCGGCTGACCTCCGCCGTGTCGAGGAAGACCAT
CGTTGCCACCAACGTCATCCCCGCGGGTTGGAGACCAGGGGCCACGTACTACTCC
AACGTCAACTTCTAA

Nucleotide
>MacEXPB-04

ATGGCCTCCTCCTTTCGTCGTCTCTCTTCTCTTCTTGTTTTCGTTGGTTTCCTTTCCC
TGCTCCGCCCCTGCGCTTGCTACAACCGCATGAACTCGTCCGACACTGACTTGGC
CATGTCGCCGGCTGTAGCCACCTGGTACGGGGCCGCCGAAGGCCCTGGAAGTACT



GGTAATGTCTACAATGTTCCTGCGTTACGTTCTGAAGTATGCATGAGAGCATACG
TGAAATAGTGGATCAGCATGTATGTGTATAATATATACAGGTGGTGCATGCGGAT
ATGGTGATGGGGTTGCCAAGGCTCCGTTCGAATCCAAGATATCAGCAGGTAATTC
TGCGCTGTTCAAATCAGGCAAGGGATGTGGTGCTTGCTATCAGGTATACACGCCT
TAGCCAGCTAGCTAGATTGTCTCATTTGCAACGTAGATAATGCTGGGAGACAGAT
TGATGATGGCACTGATCGGATCAGGTTGCGTGCACGGCGAACCCTGCATGCTCCG
GGAGGCCGGTGACCGTGGTCATCACGGACCAGTGCCCCGGCGCGTGTGATAACG
ACCCGCTCCATTTTGACCTCAGCGGGGCTGCCTTCGGGGCCATGGCGAAGCCTGG
CGAAGCCGCTGCGCTTCGCAGCGCGGGCTTCATTCACGTACAATACGCCAGGTGA
CAACCCCAACCCGGAACTCAACTGCCACTCGAACACCCTTATCCTAACACACTCT
CCTGTGGCTTCGTAGAGTGCCCTGCAGCTACCGGGGCTTTCACATCGCCTTCAGG
GTGGACAACGGATCCAACCCAAACTACTTCGCCGTGCTCCCCGAGTTCGTAAATG
GGGACGGCGAAATCTCGGCCGCCGAAGTGGGGCAGGGGAGCTCGTGGTCGCCCA
TGCAGTTTTCGTGGGGCGCCCTTTGGAAGCTGAACGCGCCAGTGCATGGTCCAGC
TTCGATCCGGCTGACCTCCGCCGTGTCGAGGAAGACCATCGTTGCCACCAACGTC
ATCCCCGCGGGTTGGAGACCAGGGGCCACGTACTACTCCAACGTCAACTTCTAA





