IDENTIFICATION
Species: Linum usitatissimum
Locus: Lus10000957

Gene Model: Lus10000957
Description: LuseXLB-09
Family: Expansin Like Beta

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1 0
KEGG: https://www.genome.jp/entry/D12016

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016

GENE STRUCTURE

LusEXLE-09
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE

Query seq,
Superfanilies

PLN02023
-+ Name Accession Description Interval E-value
[+] PLN03023 super family cl33621 Expansin-like B1; Provisional 8-246 2.26e-105
SEQUENCES
Peptide

>LusEXLB-09

MSCVLEICLLAFASLLTTASSQFHPSKAVFYRSPDCLGTPSGACGYGIHGRTINNALVG
GVSGLWNNGTGCGACYQVRCKAADLCNQEGITVVVTDNAAADDAHFVLSPHAYGS
MAYPSKTTELYLLGVVDVDYQRTPCRFPGYNLIFKVVEHSRFPHY LAIVPMFYNGEQ
DIHGVELQPEGGDKWISMNKAWGAVWDLPVPPTGALKLRVKVRNGNGEEKLIEAN
KALPSSWKPGAGYDSHVQLS*

CDS (coding sequence)
>LuseXLB-09

ATGAGCTGTGTTCTTGAGATCTGTCTCCTTGCTTTTGCTTCCCTACTAACCACTGC
GTCATCCCAATTCCACCCATCAAAAGCTGTGTTCTACCGTAGCCCTGATTGCTTGG
GCACTCCAAGTGGAGCTTGTGGTTATGGCATCCATGGAAGAACCATCAACAATGC
TCTAGTAGGCGGCGTTTCTGGACTCTGGAACAATGGAACTGGCTGCGGTGCTTGC
TACCAGGTGAGGTGTAAAGCTGCAGATCTATGCAATCAGGAAGGGATAACAGTA
GTAGTGACTGATAACGCTGCAGCAGACGATGCTCATTTCGTCCTAAGCCCACACG
CTTACGGCAGCATGGCTTACCCGAGTAAGACCACCGAGCTCTACTTATTAGGGGT
TGTGGACGTGGATTACCAACGTACACCATGCCGGTTCCCTGGTTACAACCTAATC
TTCAAGGTGGTAGAGCATAGCAGGTTCCCTCACTACTTGGCCATAGTTCCTATGTT
CTACAATGGGGAACAAGATATACATGGTGTCGAATTACAGCCGGAAGGTGGAGA
TAAATGGATAAGTATGAACAAGGCGTGGGGTGCGGTTTGGGACTTGCCTGTTCCA
CCAACTGGTGCTCTTAAGCTTAGGGTCAAAGTACGCAATGGAAATGGAGAGGAG
AAATTGATAGAAGCAAACAAGGCCTTACCGAGTTCATGGAAGCCTGGTGCTGGTT
ATGATTCCCATGTCCAGCTTTCTTAA

Nucleotide
>LusEXLB-09

ATGAGCTGTGTTCTTGAGATCTGTCTCCTTGCTTTTGCTTCCCTACTAACCACTGC

GTCATCCCAATTCCACCCATCAAAAGCTGTGTTCTACCGTAGCCCTGATTGCTTGG
GCACTCCAAGTAAGGACATTCAAAATTTCATACCTTCCTTTTCCTTTCTTTCTTTCT
GTTTTTAACTAAAGTTGGTAAATAGTGCTTATCAAACCAAACGAAAAAACTAATT
AGTAAATTGGTTTGCGTAGGTGGAGCTTGTGGTTATGGCATCCATGGAAGAACCA
TCAACAATGCTCTAGTAGGCGGCGTTTCTGGACTCTGGAACAATGGAACTGGCTG




CGGTGCTTGCTACCAGGTAAAGACTTTTGCAAATTTCCAAACCTGATAAAATCAT
AAAGAGTACGATAAGATTAAATGATCATACAATTTCTCATCAGGTGAGGTGTAAA
GCTGCAGATCTATGCAATCAGGAAGGGATAACAGTAGTAGTGACTGATAACGCT
GCAGCAGACGATGCTCATTTCGTCCTAAGCCCACACGCTTACGGCAGCATGGCTT
ACCCGAGTAAGACCACCGAGCTCTACTTATTAGGGGTTGTGGACGTGGATTACCA
ACGTACACCATGCCGGTTCCCTGGTTACAACCTAATCTTCAAGGTGGTAGAGCAT
AGCAGGTTCCCTCACTACTTGGCCATAGTTCCTATGTTCTACAATGGGGAACAAG
ATATACATGGTGTCGAATTACAGCCGGTATGCATTTGATTTCAATTAAGGTTTAAC
TCTCTTTATTGATTCCATTTCTTCCTAAAATGAGCAGATCTGGTAATATAACATTT
GGGTTGTGTACTTCAGGAAGGTGGAGATAAATGGATAAGTATGAACAAGGCGTG
GGGTGCGGTTTGGGACTTGCCTGTTCCACCAACTGGTGCTCTTAAGCTTAGGGTC
AAAGTACGCAATGGAAATGGAGAGGAGAAATTGATAGAAGCAAACAAGGCCTTA
CCGAGTTCATGGAAGCCTGGTGCTGGTTATGATTCCCATGTCCAGCTTTCTTAA





