IDENTIFICATION

Species: Oryza sativa

Locus: LOC_0s10g39640

Gene Model: LOC_0s10g39640.1
Description: OstEXLA-05
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
KEGG: https://www.genome.jp/entry/T01015
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Specific hits o mmmx

Superfanilies PLN03023
DPBB_RIpA_EXP_N-like superfamily

List of domain hits s
Name Accession Description Interval E-value
[+ DPBB_EXLA_N ©d22276 N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily; Expansin-like 26-153 6.13e-60
[+] PLN03023 super family ci33621 Expansin-like B1, Provisional 52-258 4.83e-59

>OstEXLA-05

MAVRCCSSMASASVVLFFVVVGMSASMVSGCDRCVRRSKAGFRDSSIALNAGSCGY
GSLAASFNGGHLAAASPALFRGGVGCGACFQVRCKDGKLCSTAGAKVVVTDEARST
NRTDLVLSAAAYAAMARPGMAAQLRTRRAVDVEYKRVPCEYAAGRNLSIRVEEKS
RPPRELSIRFLYQGGQTDIVAVDVATVGSSNWKFMTRDYGPAWSTAQAPAGPLQFR
VVVTGGYDGKWVWADGEVLPRRWTAGRVYDAGVQIADVAQEGCYPCDTQEWK™*

CDS (coding sequence)
>OstEXLA-05

ATGGCCGTTCGGTGTTGCTCTTCCATGGCGAGCGCCAGCGTTGTCCTCTTCTTCGT
CGTCGTCGGCATGTCGGCGTCGATGGTCTCCGGCTGCGACAGGTGCGTGCGCCGG
TCCAAGGCCGGATTCCGCGACTCGTCGATCGCGCTGAACGCCGGTTCTTGCGGGT
ACGGCTCCCTCGCCGCGTCCTTCAACGGCGGCCACCTCGCCGCCGLCGAGLCLCLCGGL
GCTGTTCAGGGGCGGTGTCGGCTGCGGCGCCTGCTTCCAGGTGCGGTGCAAGGAC
GGCAAGCTGTGCAGCACGGCGGGCGCCAAGGTGGTCGTGACGGACGAGGCGCGG
TCGACGAACCGCACCGACCTCGTGCTGAGCGCCGCCGCGTACGCCGCCATGGLCC
GCCCCGGCATGGCCGCGCAGCTCAGAACACGCCGCGCCGTTGACGTCGAGTACA
AGAGGGTACCGTGCGAGTACGCAGCTGGTCGCAACCTGTCGATACGCGTGGAGG
AGAAGAGCCGTCCGCCGCGCGAGCTGTCCATCAGGTTCCTCTACCAGGGTGGCCA
AACCGACATCGTCGCCGTCGACGTCGCCACGGTCGGGTCGTCGAACTGGAAGTTC
ATGACGCGGGACTACGGGCCGGCGTGGAGCACGGCGCAGGCGLCCGGLGGGGLLG
CTGCAGTTCAGGGTGGTGGTCACCGGCGGGTACGACGGGAAGTGGGTGTGGGCC
GACGGCGAGGTCCTGCCGCGGCGGTGGACGGCCGGACGGGTGTACGACGCCGGC
GTGCAGATCGCCGACGTCGCGCAGGAAGGGTGCTACCCGTGCGACACGCAGGAG
TGGAAGTGA

Nucleotide
>0OstEXLA-05

GAGCGCGTCGCGTGTCCAAAACATTCTGCATTTCTTTCCGCCTCTCTCTCTCGACC
CGCGGCAGCACAGCACCAAGTATTTTGTGGGGGATACGAGCGGCAAAACAGGTG



AAAGTAACTGCAGGCCTTGCCGCGTGGTGGTGTAGCCGCGTAGGGGTGGTATAA
AGCCAAAGCCGTTGTGCGTAAGCATCCCCTCGACTTGTTCTCCCAAGTAAACCAC
TTCAGTTTCAGAGTTTTCGAGCGAGCACGTTTTCGTAGCTTCCGTCGATCGAATTC
ATGGCCGTTCGGTGTTGCTCTTCCATGGCGAGCGCCAGCGTTGTCCTCTTCTTCGT
CGTCGTCGGCATGTCGGCGTCGATGGTCTCCGGCTGCGACAGGTGCGTGCGCCGG
TCCAAGGCCGGATTCCGCGACTCGTCGATCGCGCTGAACGGTACGTACGGCGAGA
GAGAGGGGGGGACAGAGACATCCACTCGCGTGCGCGCTTTGTGTGTTTTTGCTTG
GTTGATTACTGCAAGATTGTTTGGTTGATTTTGGTTGTTGGATTGTGCGTGCGTGC
AGCCGGTTCTTGCGGGTACGGCTCCCTCGCCGCGTCCTTCAACGGCGGCCACCTC
GCCGCCGCGAGCCCGGCGCTGTTCAGGGGCGGTGTCGGCTGCGGCGCCTGCTTCC
AGGTATTAACAGAGCCACGAACAAACTCTCCAATGCAGTGATCGCGTGCTGTTCT
GCAATCTAATTGAGGCGAATTTGGGTTCGATTAACCGGGGGAAGTGGCATTATTA
CTACTGCAGGTGCGGTGCAAGGACGGCAAGCTGTGCAGCACGGCGGGCGCCAAG
GTGGTCGTGACGGACGAGGCGCGGTCGACGAACCGCACCGACCTCGTGCTGAGC
GCCGCCGCGTACGCCGCCATGGCCCGCCCCGGCATGGCCGCGCAGCTCAGAACA
CGCCGCGCCGTTGACGTCGAGTACAAGAGGTAAAAAAAAAAAATCCTCTTTTGGT
GTCGGTGGTGTAATCAACTCAGGTAGTGATGATGGATGGAAGCTAGTAGCTCATC
ATCCGTAGTATAGAGTAATAATTGGAGCACAGCGATTAGCCACAGTTAGCTGTAG
TAGTACAGGTCGCAACGCATTTTTCGGCTGGATTTATGACCGAATTTTGTACGATA
TTATCGAGCAGGGTACCGTGCGAGTACGCAGCTGGTCGCAACCTGTCGATACGCG
TGGAGGAGAAGAGCCGTCCGCCGCGCGAGCTGTCCATCAGGTTCCTCTACCAGGG
TGGCCAAACCGACATCGTCGCCGTCGACGTCGCCACGGTAATCAAATAAAACCA
AAACCAAATCGATCGTTCTCACTCGAATTCGAGGCAATTTTTGAAAACGAGTTCG
AACATTTTTTTGTGCAGGTCGGGTCGTCGAACTGGAAGTTCATGACGCGGGACTA
CGGGCCGGCGTGGAGCACGGCGCAGGCGCCGGCGGGGCCGCTGCAGTTCAGGGT
GGTGGTCACCGGCGGGTACGACGGGAAGTGGGTGTGGGCCGACGGCGAGGTCCT
GCCGCGGCGGTGGACGGCCGGACGGGTGTACGACGCCGGCGTGCAGATCGCCGA
CGTCGCGCAGGAAGGGTGCTACCCGTGCGACACGCAGGAGTGGAAGTGACACAC
ACCGCATTAACATGTACAGTTTTTTTGCTTTCCTTTCTTTTTTCTCTCCCCTTTTTGG
GACGCATTGAGCAGCTAGCCATCCATCGAATTAAGAGCCACAGCCCACAAGAAC
AACTTGCCTTCCGTTGCATTTGCGTTGCATTGCCCAGTGGGGCTTGTTTTGTCTCG
TGTTGTTTACTCGACTCGGGGTGCGGAGGTGCGCACGCGGTGGCCGGTGCCGGAC
ACGATCTCACTGTGCGCGCATGATGGGGGGTTGGGTTGGGTTGGGTTTGGGTTTG
GTCGTCGACGGCGAGTGGATTTCCGCTTTCGTGCCCACGATTCCGAGTGCGCGCA
TATGCCGCGGTCGCGAAAACGTAAGTGTTGGCAGATTCGGTGGACGCGCTTTAAC
GCTTCTGTAGTACGGATCCACCGGTGTAAGGGCCAATATAGCTGGCCAATTGGAT
GATGGATGGGCTGCAATCTTGTAATTTCCGGGGCTTTTCATTGGACCGTGGGCTCC
CAAATAGGGTGGGACAAAATTGGAATGACAAAATTATCTGTCCTTA






