
IDENTIFICATION 

Species: Arabidopsis thaliana 

Locus: AT1G62980 

Gene Model: AT1G62980.1 

Description: AtEXPA-06 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

TAIR: https://www.arabidopsis.org/  

KEGG: https://www.genome.jp/entry/T00041  

 

https://www.arabidopsis.org/
https://www.genome.jp/entry/T00041


EXTERNAL RESOURCES 

https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0e

f939ecd1d29302d8a4a92c1bc3&x.Overview=1&Start=1  

GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>AtEXPA-06 

MDQNLYRKCLVILSMMAMIGTSMATYAGTPWRTASATFYGDDTGSATMGGACGY

GNMYDSGYGVATTALSTALFNEGYACGQCFQLKCVSSPNCYYGSPATVVTATNICPP

NYGQASNNGGWCNPPRVHFDLTKPAFMKIANWKAGIIPVSYRRVACKKIGGIRFKFE

GNGYWLLVYVMNVGGPGDIKTMAVKGSRTGWINMSHNWGASYQAFSSLYGQSLSF

RLTSYTTRQTIYAYNAAPASWSAGKTYQSKANFN 

CDS (coding sequence) 

>AtEXPA-06 

ATGGATCAAAATTTGTATCGCAAGTGCCTGGTTATTTTATCGATGATGGCAATGA

TCGGCACATCAATGGCTACATATGCCGGGACCCCATGGCGTACAGCCTCAGCCAC

TTTTTACGGTGACGACACCGGCAGCGCAACTATGGGTGGGGCTTGTGGCTATGGT

AACATGTATGACAGCGGCTACGGGGTAGCCACGACTGCGCTGAGCACAGCCCTG

TTCAACGAGGGTTATGCATGCGGTCAATGTTTCCAGTTAAAGTGTGTGTCGTCGC

CTAACTGCTACTACGGGTCACCAGCCACCGTGGTAACTGCAACCAACATATGTCC

ACCAAATTATGGCCAAGCATCCAACAATGGTGGATGGTGTAATCCGCCACGAGTC

CATTTTGATTTGACTAAACCAGCTTTTATGAAGATCGCTAACTGGAAGGCTGGTA

TCATCCCCGTCTCATATCGCAGAGTGGCATGTAAGAAGATCGGAGGAATAAGGTT

CAAATTTGAAGGAAATGGATATTGGCTACTTGTGTACGTGATGAACGTAGGTGGT

CCAGGTGACATCAAGACCATGGCCGTTAAAGGTAGCCGCACAGGGTGGATCAAC

ATGAGCCATAACTGGGGAGCTTCGTACCAAGCCTTTTCTTCTCTCTACGGTCAGTC

TCTCTCGTTCCGGCTCACCTCTTACACCACTCGTCAGACCATTTACGCTTATAATG

CTGCTCCGGCAAGCTGGAGCGCGGGCAAGACCTACCAGAGCAAGGCTAATTTTA

ACTAA 

 

 

https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0ef939ecd1d29302d8a4a92c1bc3&x.Overview=1&Start=1
https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0ef939ecd1d29302d8a4a92c1bc3&x.Overview=1&Start=1


Nucleotide 

>AtEXPA-06 

CTTTCATAGTGTTTCTCACGTTGAAACCAATTTTTTCGCCTTTCATTTCAGGGAAA

TTTTTTTAAGCCATTGTATTCATTATATATATGAGATCTTATGCATTAGTAAGACT

TGGCTTTACAGAGAGATAATAAGAGTAGGCGCCCTCAAGAAAACAGAGTAAAAA

TGGATCAAAATTTGTATCGCAAGTGCCTGGTTATTTTATCGATGATGGCAATGATC

GGCACATCAATGGCTACATATGCCGGGACCCCATGGCGTACAGCCTCAGCCACTT

TTTACGGTGACGACACCGGCAGCGCAACTATGGGTAAAGTCCATATACTTCTACA

TTGTATTGTATGTAGAAGTAGAACACAAACTATATATGACTCGATTCCATATTATT

TGAAACGATTGTTTGTTTGCATTTCTATGTTTTAATGTACTAATCATATATCATAA

CATAAAAATGCAAACAAGATGAAACAATTATGGCTTATTTATAAATACATGAATC

TTTAATTTCGAAGATCATTAAAATGTACTGACAATTTTTAACATGACCATGTATAT

CGATCAGGTGGGGCTTGTGGCTATGGTAACATGTATGACAGCGGCTACGGGGTAG

CCACGACTGCGCTGAGCACAGCCCTGTTCAACGAGGGTTATGCATGCGGTCAATG

TTTCCAGTTAAAGTGTGTGTCGTCGCCTAACTGCTACTACGGGTCACCAGCCACC

GTGGTAACTGCAACCAACATATGTCCACCAAATTATGGCCAAGCATCCAACAATG

GTGGATGGTGTAATCCGCCACGAGTCCATTTTGATTTGACTAAACCAGCTTTTATG

AAGATCGCTAACTGGAAGGCTGGTATCATCCCCGTCTCATATCGCAGGTAATATT

CACATTTCATTAGAGCATTACAATTATAGAGGTAGATTGAAAACGTAAAGAAATG

GTTTATCTTAACCATAGTGAAATTATATATATTTATAGTCAAATATTTTGAATGAT

ATCTTGTTTGAATGCACCATTTGCAAATGCTAAAATATGATTATGTCGATATATAT

ATGCAGAGTGGCATGTAAGAAGATCGGAGGAATAAGGTTCAAATTTGAAGGAAA

TGGATATTGGCTACTTGTGTACGTGATGAACGTAGGTGGTCCAGGTGACATCAAG

ACCATGGCCGTTAAAGGTAGCCGCACAGGGTGGATCAACATGAGCCATAACTGG

GGAGCTTCGTACCAAGCCTTTTCTTCTCTCTACGGTCAGTCTCTCTCGTTCCGGCT

CACCTCTTACACCACTCGTCAGACCATTTACGCTTATAATGCTGCTCCGGCAAGCT

GGAGCGCGGGCAAGACCTACCAGAGCAAGGCTAATTTTAACTAATTTAGGTCATA

TTCAATTCCGAGAAACCGGTTTATTTGAATATACGGTTTTGCCATTTGTTGTTGAG

TCCGATCGATCGAGAGGTTGATCCTTTTTTTCTAATGAATAACTCCCTTTGGTTAT

ATGGTAGTCATTAATTCTTGTATATCCATCATTGGGTTGAGGAAAATTTGTTGATT

TTTATGTGTGTTTAAAATTTTTGAATTATCTTCTCATTCATATATTAGCATCAAAAT

GATTGATGGGATCATTGGTACTTTTTTTCTTATCAGAAAATGACTTTTCTAATTCA

AGAGTTATCAATAAATATGA 


