
IDENTIFICATION 

Species: Trifolium pratense 

Locus: Tp57577_TGAC_v2_mRNA34595 

Gene Model: Tp57577_TGAC_v2_mRNA34595 

Description: TprEXPA-20 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Tpratense_v2  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Tpratense_v2


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>TprEXPA-20 

MLMQPSMVVPQELQPCLVYMKEEQHMQQDVLLIFSCVYADGACGYGDLYKQGYG

LANTALSTTLFNNGATCGACFQLVCVNDPQWCIKGARPITVTATNFCPPYYSKSTDI

WCNPPQKHFDLTYKMFTSIAYEKGGVIPIKYHRVTCVKQGDVRFEINENPTFLFVLVF

NVADAGDVSRVSVKGSKTE* 

CDS (coding sequence) 

>TprEXPA-20 

ATGCTCATGCAACCTTCTATGGTGGTCCCTCAGGAGCTGCAACCATGCTTAGTAT

ACATGAAGGAAGAACAACACATGCAACAAGATGTGTTGCTAATCTTTTCTTGTGT

TTATGCAGATGGGGCTTGTGGTTATGGTGATCTCTATAAACAAGGATACGGACTT

GCAAACACCGCACTAAGCACAACTCTATTCAATAACGGAGCTACTTGTGGTGCTT

GTTTTCAGTTAGTTTGTGTCAATGATCCTCAATGGTGCATAAAGGGCGCGAGACC

AATCACGGTAACTGCAACAAATTTTTGTCCTCCATATTACTCCAAATCCACTGACA

TTTGGTGTAATCCACCACAAAAACACTTTGACTTGACTTACAAAATGTTCACTTCA

ATTGCCTATGAAAAAGGCGGTGTCATACCCATTAAATATCATCGTGTTACATGTG

TCAAACAAGGGGATGTTAGGTTTGAGATCAATGAAAACCCTACTTTCTTGTTTGTT

TTGGTGTTCAATGTTGCTGATGCTGGTGACGTTTCTCGTGTTAGTGTCAAAGGGTC

TAAGACCGAATGA 

Nucleotide 

>TprEXPA-20 

CTTTAGTCATGACTATGTCTCACTCTTTCATTCCTTTGGCCTTTTTCATATTGCTCC

TCATATATGTCATAGCTGGCATTGACCCAAATTAGTACGATGCTCATGCAACCTTC

TATGGTGGTCCCTCAGGAGCTGCAACCATGCGTAAGTTCTAAAGTTAAACTTCTT

CTTTTTCTTTATGAATTTTTAGATGATATAAATTGTTTATATGTAATTTAGACTCTC

AACAATAAACAACTATGAATCTGCATTATTTTGTTTGTCTAATATTTCTCACCCAC

ATACGATTATAAAATAAATAAATAAATAAACCATATTTCAATTTTTTTACATCATA

TGTTATGTGTTAGATGAAGTTCAAATGACTATTTCTTATTAGTTAGTATACATGAA

GGAAGAACAACACATGCAACAAGATGTGTTGCTAATCTTTTCTTGTGTTTATGCA

GATGGGGCTTGTGGTTATGGTGATCTCTATAAACAAGGATACGGACTTGCAAACA



CCGCACTAAGCACAACTCTATTCAATAACGGAGCTACTTGTGGTGCTTGTTTTCAG

TTAGTTTGTGTCAATGATCCTCAATGGTGCATAAAGGGCGCGAGACCAATCACGG

TAACTGCAACAAATTTTTGTCCTCCATATTACTCCAAATCCACTGACATTTGGTGT

AATCCACCACAAAAACACTTTGACTTGACTTACAAAATGTTCACTTCAATTGCCT

ATGAAAAAGGCGGTGTCATACCCATTAAATATCATCGTGTTACATGTGTCAAACA

AGGGGATGTTAGGTTTGAGATCAATGAAAACCCTACTTTCTTGTTTGTTTTGGTGT

TCAATGTTGCTGATGCTGGTGACGTTTCTCGTGTTAGTGTCAAAGGGTCTAAGACC

GAATGAATTCCCATGAAACGCAACTGGGGACAAAAGTGAAATACTTGAGTGAAT

TTGGTAGGACAAGCCTTGTCATTTTAAGTTACTACAAGTGATGGAAAAACTTTGG

AGTTTTATTCAGTTTTTCCTTACAACTGGTAATTTGAACAGACTTATGAGGGTCGC

GGTAATTTTTAGATAAAATTTAATTCAGAAT 




