IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0512s0006

Gene Model: Kalax.0512s0006.1.p
Description: KIEXPA-42

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1

GENE STRUCTURE

KIEXPA-42
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Legend:

Exon

DOMAIN ARCHITECTURE
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Query seq. HTEYOGKTREMSTVHYGNGRGOGFCFE IRCTGS SNCL TE T OV TRAASCSRSCNTTROUCLPPRKHFELP TRV SA IASDGUAY VPV YRRVKC VREBGHRF KY IGESGI THALYY NVAGEGOVYBLEMKGSESEMVEMI NGCOGRM TPCRVMLSGOSLSFRL TSSOGKVHEL YNVAPKDUKF GE TYEGCOF
Superfanilies PLNOOO50

+ Name Accession Description Interval  E-value
[+] PLNOOOS0 super family 31535 expansin A; Provisional 4-194 1.43e-48
SEQUENCES

Peptide

>KIEXPA-42

MTEYQGKTAAVSTVMYGNGRGCGACFEIRCTGSSNCLTETIQVTAAASCSRSCFNIT
RDWCLPPRKHFELPTAVFSAIASDGWAVVPVEYRRVKCVRQGGMRFKVIGESGITGA
LVYNVAGEGDVVGLEMKGSESEWVEMINGGDQRWVTPQRVMLSGQSLSFRLTSSD
GKVAECVNVAPKDWKFGETYEGCQF*

CDS (coding sequence)
>KIEXPA-42

ATGACGGAGTACCAAGGCAAAACGGCGGCGGTAAGCACAGTAATGTACGGCAAT
GGGCGGGGGTGCGGCGCGTGCTTCGAAATAAGATGCACCGGCAGCTCAAACTGC
TTGACCGAGACAATCCAAGTCACGGCGGCAGCGTCCTGCAGCCGCAGCTGCTTCA
ACATAACGCGGGACTGGTGCCTGCCACCCAGGAAGCACTTCGAGCTTCCCACTGC
AGTCTTCTCAGCCATCGCCAGCGACGGCTGGGCGGTGGTGCCAGTGGAGTATCGG
CGAGTGAAGTGCGTCAGGCAAGGAGGAATGCGGTTCAAGGTGATAGGAGAGAGC
GGCATCACGGGGGCTCTGGTGTACAACGTGGCGGGGGAAGGGGACGTGGTGGGG
TTGGAGATGAAGGGGAGTGAGAGTGAGTGGGTGGAGATGATCAACGGGGGTGAT
CAGCGCTGGGTGACGCCTCAGAGGGTGATGCTGTCTGGACAAAGCCTGTCGTTCC
GGCTGACTTCAAGTGATGGTAAGGTGGCGGAGTGTGTGAATGTTGCACCCAAAG
ATTGGAAGTTTGGGGAGACTTATGAAGGATGCCAATTCTAG

Nucleotide
SKIEXPA-42

ATGACGGAGTACCAAGGCAAAACGGCGGCGGTAAGCACAGTAATGTACGGCAAT
GGGCGGGGGTGCGGCGCGTGCTTCGAAATAAGATGCACCGGCAGCTCAAACTGC

TTGACCGAGACAATCCAAGTCACGGCGGCAGCGTCCTGCAGCCGCAGCTGCTTCA
ACATAACGCGGGACTGGTGCCTGCCACCCAGGAAGCACTTCGAGCTTCCCACTGC
AGTCTTCTCAGCCATCGCCAGCGACGGCTGGGCGGTGGTGCCAGTGGAGTATCGG
CGAGTGAAGTGCGTCAGGCAAGGAGGAATGCGGTTCAAGGTGATAGGAGAGAGC
GGCATCACGGGGGCTCTGGTGTACAACGTGGCGGGGGAAGGGGACGTGGTGGGEG
TTGGAGATGAAGGGGAGTGAGAGTGAGTGGGTGGAGATGATCAACGGGGGTGAT
CAGCGCTGGGTGACGCCTCAGAGGGTGATGCTGTCTGGACAAAGCCTGTCGTTCC



GGCTGACTTCAAGTGATGGTAAGGTGGCGGAGTGTGTGAATGTTGCACCCAAAG
ATTGGAAGTTTGGGGAGACTTATGAAGGATGCCAATTCTAG





