IDENTIFICATION

Species: Eucalyptus grandis
Locus: Eucgr.E01625

Gene Model: Eucgr.E01625.1.p
Description: EgrEXPB-03
Family: Beta Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Egrandis_v2 0
KEGG: https://www.genome.jp/entry/T03547

EXTERNAL RESOURCES

https://eucgenie.org/
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DOMAIN ARCHITECTURE

Query seq,

binding site
Specific hits . & Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits L]
Name Accession Description Interval E-value

[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 43-166 8.26e-80
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lo! P1, Pl and Plll from Lolium perenne 174-252 5.98e-27

>EgrEXPB-03

MAPLQSPSICFPLALLLSLLINSSLCFNPKSLNISKVQSNGDWSPAGATWY GSPNGAGS
DGGACGYGNGVDQAPFSSMVSAGGPSLFKSGKGCGACYQVKCTENAACSGNPVTV

VITDECPGGPCVAESTHFDLSGTAFGAMASPGKADELRNAGVLQIQYQKVECNFPGA
KVAFHVDSGSNPNYFAALIEYEDGDGELGAVNLKQALDSDSWLPMQQSWGAVWKL
DGAGQLRAPFSIKLTSLDSGKTLVANNVIPAGWQPGQTYRSVVNFAV*

CDS (coding sequence)
>EgrEXPB-03

ATGGCGCCTCTTCAATCTCCATCGATTTGCTTCCCTCTAGCCCTTCTCCTTTCTCTC
CTCATAAACTCGTCTCTCTGCTTCAACCCCAAATCGCTTAACATCTCGAAAGTTCA
GTCCAACGGTGACTGGTCGCCGGCAGGTGCGACGTGGTACGGGAGTCCCAACGG
CGCTGGAAGCGATGGTGGTGCATGTGGGTATGGGAATGGGGTCGACCAAGCTCC
ATTCTCTTCAATGGTGTCCGCAGGAGGACCTTCTCTTTTCAAATCAGGCAAAGGA
TGTGGAGCTTGTTACCAGGTGAAATGCACTGAAAACGCGGCTTGTTCCGGGAACC
CGGTGACAGTCGTTATAACTGATGAATGCCCTGGTGGCCCTTGTGTCGCTGAATC
TACTCACTTTGATTTGAGTGGCACGGCTTTTGGAGCCATGGCGAGCCCTGGCAAG
GCTGATGAACTTCGCAATGCTGGGGTGCTGCAAATTCAATACCAAAAAGTAGAGT
GCAATTTCCCCGGCGCGAAGGTGGCATTCCACGTTGACTCCGGCTCGAACCCCAA
CTATTTCGCTGCGCTAATTGAGTACGAGGATGGGGATGGCGAGCTCGGCGLCCGTC
AACCTGAAGCAGGCTCTAGACTCTGACTCTTGGCTTCCGATGCAACAGTCGTGGG
GCGCGGTTTGGAAGTTGGATGGCGCAGGCCAGCTGCGCGCCCCATTCTCGATCAA
GCTCACCTCTCTTGACTCCGGCAAGACCCTGGTTGCCAACAACGTGATCCCCGCT
GGGTGGCAGCCCGGACAGACGTACCGGTCGGTCGTCAACTTTGCTGTCTAA

Nucleotide
>EgrEXPB-03

TGAGTGCAAGAAATCAAACTCCTGACCAAAGTGTCTCGAGAATCACATGGCGCCT
CTTCAATCTCCATCGATTTGCTTCCCTCTAGCCCTTCTCCTTTCTCTCCTCATAAAC
TCGTCTCTCTGCTTCAACCCCAAATCGCTTAACATCTCGAAAGTTCAGTCCAACGG
TGACTGGTCGCCGGCAGGTGCGACGTGGTACGGGAGTCCCAACGGCGCTGGAAG
CGATGGTAATGGAATGACATTATATTTTTATTTGGTCAATTCACCTGGAGTAAAG



ATCTTTTTATGCAAGCGCCGCTGGTCTCATCACACGCCTTTAAGTAATTTTGACTT
ATCAAGCCTTTCGAGTATAAATCGGTTCGGACATATGAGTAGCTTAGGTCAGTCA
CCTAATCGTGATTGATTTTGGCTTTGTACCAAACACATATAGACTTAGAGGTCAA
ACTGGAATCAAGTACAACGCTAGAAAATACTACTCTAGTAATTACACATTTCACC
TGATCTGCAAATATACATATATATATATATATATATATATATATATTTATACATAC
ATATATAATATATTATATATAATATGCTTTGTATGATATTTTGTACGTAGGTGGTG
CATGTGGGTATGGGAATGGGGTCGACCAAGCTCCATTCTCTTCAATGGTGTCCGC
AGGAGGACCTTCTCTTTTCAAATCAGGCAAAGGATGTGGAGCTTGTTACCAGGTT
TCTCTCTTGCTAGAAAAGTGTTTCTCGAATTATTTTTATATTCGCCGTCAGAGAAA
ATTTGCTACGGACAAAGTTAATATATGTTCACGAGATATGCTTTTCCTAAATTAAC
AATCGTGGAATAGAATTCGTGAAAACATCTACTGCGGCAAGCTTTCTAGACTCCC
ATTACAAGTAGTTTGAATTCTCCGTATTTAAACAGATTATTTGACTCGGTACATAT
TGTCCTATTCAAACAGATTATTTAGTAGTAGTTAGGAAATGCAGTCTTTTGAGCTC
TTGCTGATTAAATTTCAGGTGAAATGCACTGAAAACGCGGCTTGTTCCGGGAACC
CGGTGACAGTCGTTATAACTGATGAATGCCCTGGTGGCCCTTGTGTCGCTGAATC
TACTCACTTTGATTTGAGTGGCACGGCTTTTGGAGCCATGGCGAGCCCTGGCAAG
GCTGATGAACTTCGCAATGCTGGGGTGCTGCAAATTCAATACCAAAAGTCCGTAC
GGTTGATCCTTTCTCTATGGATCCTTTCGAGTGAATTCCAATTTTAACAGGCGCAG
AGGGAAAATAGGAAGATAAAACGCATTGAAAAGTGCTTTAAATTAACGAGAAAC
TTTGCTTTCACCAGACTTATACTAATCAGGAAATAGCCTAACTTGCTTATTAAAAG
TCTATTTATGTGCACATATTTACAATGCCAAGCAGAGTAGAGTGCAATTTCCCCG
GCGCGAAGGTGGCATTCCACGTTGACTCCGGCTCGAACCCCAACTATTTCGCTGC
GCTAATTGAGTACGAGGATGGGGATGGCGAGCTCGGCGCCGTCAACCTGAAGCA
GGCTCTAGACTCTGACTCTTGGCTTCCGATGCAACAGTCGTGGGGCGCGGTTTGG
AAGTTGGATGGCGCAGGCCAGCTGCGCGCCCCATTCTCGATCAAGCTCACCTCTC
TTGACTCCGGCAAGACCCTGGTTGCCAACAACGTGATCCCCGCTGGGTGGCAGCC
CGGACAGACGTACCGGTCGGTCGTCAACTTTGCTGTCTAAGGGTTCTGCGTGGTT
TGCTTGGGAGACGAAGAAATGGAGATTGATCGTCAGTTAATTTGGCTGTGTTTTA
TGTGATTGGCAAAAATAAAAAATTGGATGGTGTGGAAAAAGAAAGTATTTTGCTT
TTTCCACTCTGTGTAATCTAGTCAGCTATGAGCTACCTCTTGGAAAAGAGAGTAG
TCGGGAGAAATGAATGATATTGTCCTTTCAAAATTAAGAATGATTTGAGTATTTTT
GTTCTTTATTTTTGTGCTAATCGATTGTATTTGAAGCTTGAAAGCTTTTATGTTGTA
CCACTTCTAAAGTGGATGGTCGTAAATTGTGTCAATCTATATGCAAGTGGGTACA
TTATTCATTATGAAAAAATGAAAC






