IDENTIFICATION

Species: Oryza brachyantha
Locus: XP_006644922

Gene Model: XP_006644922.1
Description: ObEXPA-04
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/10862?genome assembly 1d=1593936
KEGG: https://www.genome.jp/entry/T02995

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/organism/1941498
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DOMAIN ARCHITECTURE

Query seq.
Superfanilies

+ Name Accession Description Interval E-value
[+ PLN00193 super family 3342 expansin-A. Provisional 6-247 122e-127
SEQUENCES

Peptide

>ObEXPA-04

MASGSALLLLASAFCFLARLAAGDYGSCAHATFYGGGDASGTMGGACGYGNLYST
GYGTNTAALSTVLFNDGAACGSCYELRCDNDGQWCLPGSVTVTATNLCPPNYALPN
DDGGWCNPPRPHFDMAEPAFLQIGVYRAGIVPVAYRRVPCVKKGGIRFTINGHSYFN
LVLVTNVAGPGDVQSVSIKGSSSGWQPMSRNWGQNWQSNSY LDGQSLSFQVAVSD
GRTVTSNNVVPAGWQFGQTFEGGQF

CDS (coding sequence)
>0ObEXPA-04

GGGCACCGTTCTCTTCACAGCCAAGCAACCATCGATTCGACCGATCGATCCATCC
ATCCTAGCTTAGCTTTAGCGAGTGTGGTAGCAAAGAGGTTTGAGCTAGTGTGGTA
CTTTGCGATGGCTTCCGGCAGTGCCCTGCTCCTCCTCGCCTCGGCCTTCTGCTTCC
TCGCCCGGCTAGCCGCCGGCGACTACGGCTCCTGCGCCCACGCCACGTTCTACGG
CGGCGGCGATGCGTCCGGCACGATGGGCGGGGCGTGTGGGTACGGGAACCTGTA
CAGCACCGGGTACGGCACCAACACGGCGGCGCTGAGCACGGTGCTGTTCAACGA
CGGCGCGGCGTGCGGGTCGTGCTACGAGCTGCGGTGCGACAACGACGGGCAGTG
GTGCCTGCCGGGCAGCGTCACCGTCACCGCCACCAACCTCTGCCCGCCCAACTAC
GCGCTCCCCAACGACGACGGCGGCTGGTGCAACCCGCCGCGCCCCCACTTCGACA
TGGCCGAGCCCGCCTTCCTCCAGATCGGCGTGTACCGCGCCGGCATCGTGCCCGT
CGCCTACCGAAGGGTGCCGTGCGTGAAGAAGGGAGGGATCAGGTTCACCATCAA
CGGCCACTCCTACTTCAACCTGGTGCTGGTGACCAACGTGGCCGGCCCCGGCGAC
GTGCAGTCCGTGTCCATCAAGGGCTCCAGCAGCGGGTGGCAGCCCATGTCTCGCA
ACTGGGGCCAGAACTGGCAGAGCAACTCCTACCTCGACGGCCAGAGCCTCTCCTT
CCAGGTCGCCGTCAGCGACGGCCGCACCGTCACCAGCAACAACGTCGTGLCLCGGC
GGGCTGGCAGTTCGGCCAGACCTTCGAAGGCGGCCAGTTCTGAGCTCTCGACCAA
TCCCGTTTTTTCAGTTCACTGTCTGGAGAAATGTCAGTGTGGCAGTTTCGTTGATT
CAGAGTTTGAGATTGAGGAGGAGGAGGAGGAGGCCTCTTTGCTATAGTAAAAGA
GAAGAGGCTTTGGCTATTCTGAGGCTGCTTATTAGCACCCGCTTAGGCCCTTGCTT
TCTCCCATAGGTCACTAGTGATAAAATAAGTCATGGAGTTGAGCATTTTTTTTTCA
TGCATTGTTGTAGCCTTGATTTGAAAAAATCAGCAAGGCAATTTAAGGATTATAT
TGTAGAATAGCAGTGAGGTGGTGTCTTGTAACTTTTGTTGTTACATTGTAACCCCC
AAATGAGGCCACATGGGTCGGAGAAGTTTGTCGGGGAGCACACTTGTGCTTTGGG



GACCATGAACTATGCTAGTTTATGGGTCTATGTATATGATATGTTTGTGATTTGAT
GATGTTTCCTCTTGTCGCCTTATCAACTA

Nucleotide
>0ObEXPA-04

TGGCCATCCACGAGAACGTACTGGCTTTGAAATGGTGAATTCGTGACGCATATGT
CTGCATAATCACATGGTCGTTATGGTCCCTTCACACCTGCGAAATTCGTGGCCCAT
AGTTCGCGCGAGCCATGTGGCAAGTATCAAGGTTTGCCGATTCTTCGTTCTTTTCT
TCTTTTTTTTTAAAGAAAAAAGAAACGTTGAGCGATTAGCCGCGCGCACCGGTTA
GCACAGACACGGGCAGTTGGTGTCTCCTTGTGCGTGACGCGCGGGGCCGCCGACG
AGGCGACGAGACGAGCGCGCGCGCCTGCCTGCCTGCATGTGCGCGCCGATGCGC
TGATTTGTATGTGTTAACCGCTCGTCCGCTCGTGGCTCGTGGCCGGTGATGGTGGG
GCTCACCTTCCTCTCTCGCTCGCCGTCTTTTGTCTCCTTTTCTGTCGTTCCGCAAAA
AAAGCTATCAACGATTCTAACTGCCATGGAAGCGCCTATAAGTACGTGAGCCGGG
GGGGCACCGTTCTCTTCACAGCCAAGCAACCATCGATTCGACCGATCGATCCATC
CATCCTAGCTTAGCTTTAGCGAGTGTGGTAGCAAAGAGGTTTGAGCTAGTGTGGT
ACTTTGCGATGGCTTCCGGCAGTGCCCTGCTCCTCCTCGCCTCGGCCTTCTGCTTC
CTCGCCCGGCTAGCCGCCGGCGACTACGGCTCCTGCGCCCACGCCACGTTCTACG
GCGGCGGCGATGCGTCCGGCACGATGGGTACGTACTGCATGCTCTCGTTAAACAC
TTTCGAGTCCAAAACCCAAAAGCAGAGAGCCATGTTTTGGACGCATATATTGGCA
GAACCTGGAGTGATCTGATTTTCGTGTGCTACGTTTGTTGTGCGTGCCAAAACAC
AGGCGGGGCGTGTGGGTACGGGAACCTGTACAGCACCGGGTACGGCACCAACAC
GGCGGCGCTGAGCACGGTGCTGTTCAACGACGGCGCGGCGTGCGGGTCGTGCTA
CGAGCTGCGGTGCGACAACGACGGGCAGTGGTGCCTGCCGGGCAGCGTCACCGT
CACCGCCACCAACCTCTGCCCGCCCAACTACGCGCTCCCCAACGACGACGGCGGC
TGGTGCAACCCGCCGCGCCCCCACTTCGACATGGCCGAGCCCGCCTTCCTCCAGA
TCGGCGTGTACCGCGCCGGCATCGTGCCCGTCGCCTACCGAAGGTGAGCCACGCA
TTGCAATTTACACATAGACAAATAGCACTGGTGCAGTGCTTGTCACGAGTCGCAA
CTGTGTTTGCAACTTGGGACCTGGGAGCCTGTGTCGGCTCGATCGGCTGATACGG
CCATGTTAGGTGGGCCAACCGGCAGATTTGGTCCGTCCACGATCTGTCCCTGTCCT
CTCTGCACGCAAAGCCATGCACGCACGATTGAGACCGACGTGGACCTGTCTTTGC
TATCCTGGAATTACTTTACACGCCTCTCATTGACATCCATGATTAATCGTTAAACG
ATCACGATTCATACAGTATTTTTTAAGGCTTCGTCAAAAGGTATACTGTTTCACTG
TCACTGAGCTTTGCAAAATTTACTGGTGGTGTTTGCAGGGTGCCGTGCGTGAAGA
AGGGAGGGATCAGGTTCACCATCAACGGCCACTCCTACTTCAACCTGGTGCTGGT
GACCAACGTGGCCGGCCCCGGCGACGTGCAGTCCGTGTCCATCAAGGGCTCCAGC
AGCGGGTGGCAGCCCATGTCTCGCAACTGGGGCCAGAACTGGCAGAGCAACTCC
TACCTCGACGGCCAGAGCCTCTCCTTCCAGGTCGCCGTCAGCGACGGCCGCACCG
TCACCAGCAACAACGTCGTGCCGGCGGGCTGGCAGTTCGGCCAGACCTTCGAAG
GCGGCCAGTTCTGAGCTCTCGACCAATCCCGTTTTTTCAGTTCACTGTCTGGAGAA
ATGTCAGTGTGGCAGTTTCGTTGATTCAGAGTTTGAGATTGAGGAGGAGGAGGAG
GAGGCCTCTTTGCTATAGTAAAAGAGAAGAGGCTTTGGCTATTCTGAGGCTGCTT
ATTAGCACCCGCTTAGGCCCTTGCTTTCTCCCATAGGTCACTAGTGATAAAATAA
GTCATGGAGTTGAGCATTTTTTTTTCATGCATTGTTGTAGCCTTGATTTGAAAAAA
TCAGCAAGGCAATTTAAGGATTATATTGTAGAATAGCAGTGAGGTGGTGTCTTGT
AACTTTTGTTGTTACATTGTAACCCCCAAATGAGGCCACATGGGTCGGAGAAGTT



TGTCGGGGAGCACACTTGTGCTTTGGGGACCATGAACTATGCTAGTTTATGGGTC
TATGTATATGATATGTTTGTGATTTGATGATGTTTCCTCTTGTCGCCTTATCAACTA
TTCTTAAGTACTGTAGTTTGAGTGATAATCTTGAAACCTTTATGAGCGCAAATTTT
ATTCGAAATTGAAGTTTCCGCAGCCTAGCTAGTAAGTGTTGGAATATGGAAATGA
TTTCTTGGATGCTGGCCAAAAAGAGAGAGAAGGGGAGAGGGGATTTCTAGGCAA
AGGGTAAGAGAATTTATATATTTGCTTCTTCAGTTTTCGTCGTCTTTTCAGACCAT
AGGTCAGAAGAAAAGGAGGGATGTGAGGCTGCACGAATTTGATATGGGAGTATG
GGACGAAGTGTTTATTTATCGGCCAATTTCTATTCCACCGTAGAATTCTGATTGGG
CTTTTAGACTATTAGAAATTCGGCCCACTGGAGCATGATTCTCAAAAGCGAAGCT
TGGCCCAATATGCTGCAAAATCCCCTCCTTGACTTTCGGCCCATTAAAATCCGGC
ACACACTAGTAAAGTGGTATGTTTTAGCAAGTGCAATTCCTCCTCGATTCTTAATT
TG





