IDENTIFICATION

Species: Oryza brachyantha
Locus: XP_006649424

Gene Model: XP_006649424.1
Description: ObEXPA-11
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/10862?genome assembly 1d=1593936
KEGG: https://www.genome.jp/entry/T02995

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/organism/1941498
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Query seq.
Superfanilies PLNOD193

SEQUENCES
Peptide
>ObEXPA-11

MDTAIVFATSLFIAVLAAAGFAPAQADWNKGTATFYGGADASGTMGGACGYGNLY
AAGYGTNTAALSSVLFNDGWSCGQCYLIMCDGAATPQWCRAGAAVTVTATNLCPP
NWALPNNNGGWCNPPRPHFDMAEPAWLQIGIYKAGIIPVLYQQVKCWRQGGIRFTV
GGFNFFELVLVSNVAGSGSVRSVSVKGGSTGWITLNRNWGANWQCNSGLVGQPLSF
AVTSTGGQTLYAYNVVPSWWTFGMTFTSNQQFSY

CDS (coding sequence)
>0bEXPA-11

ATGGACACGGCGATCGTCTTCGCCACGTCGTTGTTCATCGCGGTGCTAGCAGCAG
CCGGCTTCGCGCCGGCACAGGCCGACTGGAACAAAGGGACGGCGACGTTCTACG
GCGGCGCCGACGCCTCCGGCACGATGGGTGGCGCGTGCGGGTACGGGAACCTGT
ACGCGGCGGGGTACGGGACGAACACGGCGGCGCTGAGCTCGGTGCTGTTCAACG
ACGGGTGGTCGTGCGGGCAGTGCTACCTGATCATGTGCGACGGCGCCGCGACGCC
GCAGTGGTGCAGGGCGGGCGCCGCGGTGACCGTCACGGCCACCAACCTGTGCCC
GCCCAACTGGGCGCTCCCCAACAACAACGGCGGCTGGTGCAACCLCGLCCALCGeeCT
CACTTCGACATGGCCGAGCCCGCCTGGCTCCAGATCGGCATCTACAAGGCCGGCA
TCATCCCCGTCCTCTACCAGCAGGTGAAGTGCTGGAGGCAGGGAGGGATCAGGTT
CACGGTGGGAGGGTTCAACTTCTTCGAGCTGGTGCTGGTGTCGAACGTGGCGGGG
AGCGGGTCGGTGAGGTCGGTGTCGGTGAAGGGGGGAAGCACGGGGTGGATCACG
CTGAACCGGAACTGGGGCGCGAACTGGCAGTGCAACTCGGGGCTCGTCGGCCAG
CCGCTCTCCTTCGCCGTCACCTCCACCGGCGGCCAGACGCTCTACGCCTACAACG
TCGTGCCCAGCTGGTGGACCTTCGGCATGACCTTCACCAGCAACCAGCAATTCAG
CTATTAGACGCACACGTGTCAATTCGTTTGCACAATGACCTTAAGTCGGGA

Nucleotide
>0ObEXPA-11

AGCACAGTTCATTCCAAATTATAGTTTTCTCCATAAATTATCGAACTAATATCTGA
GTAGATCCATTTTGTTCCGGCAAGTACGGATTACTGAACATGCAAGGTACATGCA
TGAAATGTATAGTTTTTCTAGGTCATGCTTATCAGGAGAAAATGCTAAGCCGTGC
TGATGATGCCTGATGCTGCACGCCCAGCTTGCAGACGTTTCGACCACCTAATTGA
ACGCGCAGTTCTTTCTGCCTCCAGGTTTCAGCATCCATTTGCTTGCATGCATGCAT



GTGAGCCTAGCTTGCACTAGTCAGTAGTCACTGAGATATCGGCGGCATGTTCTCT
GTAATTCTCTGCTCTGATCTGACCATAATTCTCATTCCCTGCTCTTATATAAGCAC
CTCCACGTTCGCTGCAAAACCATCAGAATTTCAGAACCTCTTTGCCTGTTCACCTC
CAACTTTACTGTAACCCTCTTGAGTTGCGTTCTCTGCCCGTCTCGTCTCAACGGAG
ATGGACACGGCGATCGTCTTCGCCACGTCGTTGTTCATCGCGGTGCTAGCAGCAG
CCGGCTTCGCGCCGGCACAGGCCGACTGGAACAAAGGGACGGCGACGTTCTACG
GCGGCGCCGACGCCTCCGGCACGATGGGTACGTACGTCACAGAGCTTCCGACAC
AAATCCACCATCTGTGCGTTGCGTTTGCAAGCGTTTCTCACGGAGGCTGGCTAGC
TGTGTTGTGCAGGTGGCGCGTGCGGGTACGGGAACCTGTACGCGGCGGGGTACG
GGACGAACACGGCGGCGCTGAGCTCGGTGCTGTTCAACGACGGGTGGTCGTGCG
GGCAGTGCTACCTGATCATGTGCGACGGCGCCGCGACGCCGCAGTGGTGCAGGG
CGGGCGCCGCGGTGACCGTCACGGCCACCAACCTGTGCCCGCCCAACTGGGCGCT
CCCCAACAACAACGGCGGCTGGTGCAACCCGCCACGCCCTCACTTCGACATGGCC
GAGCCCGCCTGGCTCCAGATCGGCATCTACAAGGCCGGCATCATCCCCGTCCTCT
ACCAGCAGTAAGCCCATTATTACTACATTAGTAATAATACTTTTACTCTCGTTTTT
TTCGTTTCTGCTTATAAACTAAAATTTAAATTTTTTCAGTTGATTTTAAGGTTTTTT
CATCGAATTTATTTTTCAACCTTTTAGATCGCTAAAAATATGTATATAAAAATTTT
ATTTATAAATTATTTTTCATTTTGTAAATATGCAGTTTGACCGTCACCATTTTTTCT
GAAACACGGTATAATTGCAAATGCTCCCGTACACAATTACACATCTAGCCTTGTG
AATGCACACACGCACCCTTTGCTCTCAAGGATTTTTTAAGAAGAGAAATTTTATG
GTCTTTAAAAAAGTATACAGAGATAACAAAATTTTATGTGCTAAGTTAAGTTACA
CATACAGAAAATAAAAAAAGTATCTCCCGATATCTTATCAAGCACGACTGAATTG
CATTTCATGTCGATCATCAAGAAATTATCGGGAGATGTCAGAATTTTATAAGTAT
TTTTTAACATCCTTGATACGTACCATATTTTCTATTATAAAAATTTGGTATATCCA
GACACTAAGTATTCAAAGGTAAAAAAAGTTATACTAAAAGTTTAGTAGTTAATGT
AATTTCTCTTGGTAAAATTCCTCTTTTTTACGTAAACATCCAGTTATTTGATATTGG
AGATAAAGTTTTGGTACACTCGAACACTTAACTAAGGACAGTAAAATTTCTGTTA
GTTAACATATACGTTAATCTGGACACGTTTAACTTGGTAATTGTCGTGTGTAGGGT
GAAGTGCTGGAGGCAGGGAGGGATCAGGTTCACGGTGGGAGGGTTCAACTTCTT
CGAGCTGGTGCTGGTGTCGAACGTGGCGGGGAGCGGGTCGGTGAGGTCGGTGTC
GGTGAAGGGGGGAAGCACGGGGTGGATCACGCTGAACCGGAACTGGGGCGCGA
ACTGGCAGTGCAACTCGGGGCTCGTCGGCCAGCCGCTCTCCTTCGCCGTCACCTC
CACCGGCGGCCAGACGCTCTACGCCTACAACGTCGTGCCCAGCTGGTGGACCTTC
GGCATGACCTTCACCAGCAACCAGCAATTCAGCTATTAGACGCACACGTGTCAAT
TCGTTTGCACAATGACCTTAAGTCGGGAGATCTGTTACTACTTATAATTAATTCTT
TTTGGATTAACTTGTACATGCATGTACATCTTGAATTAATTCCTCATATATATTAA
TTAATTATTTGAACTCCGCGTGTCTTGAGTCGTGATTGACAGCTAAACATGCCTAC
CCAGTACCCAACAGCAAATATAAATCTGAAGAAATGCAATCATGCTGTTAGTACA
GTAGTTGACTAGTCTGAAGAAATGTAGCACGGAATAATATATTTAACTGTCCAGT
GCTTTTGGGCTATCTGGCTGTCAGCAGTTTACCGCGCGATTCTCAAATTTTGCCCA
GCTTCTGAGTTCTGAGAGAGAAACACACTAGGGACCTTGCTCTGTGCGGCTGTGC
CTCCTCGGGTTCGATTGGACGGCCGATATCCGCGAGAGGTAGATCCAACGGTGGC
AGGCGAGCGCCAAGCCACGGCCCGCAAAGGCACAGCLCTCCCLeececeeeeaseeea
GCCCGGCTGTCGTGGTGGGCCGGACAAAAG






