
IDENTIFICATION 

Species: Mimulus guttatus 

Locus: Migut.F00780 

Gene Model: Migut.F00780.1.p 

Description: MgEXPA-10 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Mguttatus_v2_0  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Mguttatus_v2_0


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>MgEXPA-10 

METMDLTTCIVSLFLLVLSHVVVEARIPGVYHGGPWQTAHATFYGQHDAPSTMGGA

CGYDDSLSLGNAANTAALSTALFNNGLSCGACFEIKCKDVPQWCLPGNPSITITGTNY

CPPNYALPNDNGGWCNPPLTHFDLAYPIFLKIAKYEAGIVPVSFRRVPCRKQGGIRFR

MDGMNYFKLVLISNVAGAGDIIKVWIKGSKTDWMAMSRNWGQKWQFNADLTGQSI

SFRVKTSDRRKSTSWNIVPSNWQFGQTFSGKNFRV* 

 

CDS (coding sequence) 

>MgEXPA-10 

ATGGAAACAATGGATTTGACCACTTGCATTGTTAGCTTGTTCTTACTAGTACTCAG

CCATGTTGTCGTCGAAGCCAGAATTCCCGGAGTTTACCATGGCGGCCCCTGGCAA

ACCGCCCACGCTACGTTTTACGGCCAACACGATGCCCCTAGCACTATGGGGGGTG

CTTGCGGGTACGATGATAGTTTAAGCCTAGGGAACGCCGCTAACACGGCGGCACT

AAGCACGGCGCTCTTCAACAACGGGTTGAGCTGTGGCGCGTGTTTCGAGATCAAG

TGCAAAGACGTCCCGCAATGGTGCCTCCCGGGCAACCCGTCAATTACCATCACCG

GCACGAATTACTGCCCGCCCAATTACGCCCTGCCCAACGACAACGGTGGCTGGTG

CAACCCGCCCCTTACCCATTTCGATCTCGCTTACCCCATCTTCCTCAAAATCGCCA

AGTATGAGGCTGGCATTGTGCCCGTTTCTTTTCGCCGGGTGCCGTGCCGCAAGCA

GGGCGGGATCAGATTCAGAATGGACGGCATGAATTATTTCAAGTTGGTTCTGATA

AGCAACGTCGCCGGTGCCGGCGACATCATTAAAGTGTGGATTAAGGGATCGAAG

ACTGATTGGATGGCGATGAGCCGCAATTGGGGGCAAAAATGGCAATTTAACGCC

GATCTCACTGGCCAATCAATCTCCTTTCGTGTGAAGACCAGCGATCGCCGGAAAT

CCACTTCGTGGAACATCGTGCCGTCGAACTGGCAATTCGGTCAGACTTTCTCCGG

CAAAAATTTCAGAGTCTGA 

Nucleotide 

>MgEXPA-10 

CTCAACAAATTAAAATGGAAACAATGGATTTGACCACTTGCATTGTTAGCTTGTT

CTTACTAGTACTCAGCCATGTTGTCGTCGAAGCCAGAATTCCCGGAGTTTACCAT

GGCGGCCCCTGGCAAACCGCCCACGCTACGTTTTACGGCCAACACGATGCCCCTA

GCACTATGGGTAAGCAATGCTTACTCAAATCAGAGTTATTTCTATGCTACATCCG

ATGAAGGTTACATCGAGTGATTTTACCGCTGATTTACACACACCTATATGAGTGT

GTGCATACGAGTAGTTAAGATCTACTCGAGTATTTTACCCAGTGTAGCATAATAT



AAACCATCAAACCAGATAAAATAAAACACACTCAATTCTTCAATTTATGGTAAAT

AATAACCATGATGCATGGATAAATAAATATTTGCAGGGGGTGCTTGCGGGTACGA

TGATAGTTTAAGCCTAGGGAACGCCGCTAACACGGCGGCACTAAGCACGGCGCT

CTTCAACAACGGGTTGAGCTGTGGCGCGTGTTTCGAGATCAAGTGCAAAGACGTC

CCGCAATGGTGCCTCCCGGGCAACCCGTCAATTACCATCACCGGCACGAATTACT

GCCCGCCCAATTACGCCCTGCCCAACGACAACGGTGGCTGGTGCAACCCGCCCCT

TACCCATTTCGATCTCGCTTACCCCATCTTCCTCAAAATCGCCAAGTATGAGGCTG

GCATTGTGCCCGTTTCTTTTCGCCGGTCAGTCGGCCCACCATTTAGGGTTTTCGTT

TTTTCACATTATTTATTTATTTATTTAAATTGAATTAATGGTCGGATGCAATTTTTG

CAGGGTGCCGTGCCGCAAGCAGGGCGGGATCAGATTCAGAATGGACGGCATGAA

TTATTTCAAGTTGGTTCTGATAAGCAACGTCGCCGGTGCCGGCGACATCATTAAA

GTGTGGATTAAGGGATCGAAGACTGATTGGATGGCGATGAGCCGCAATTGGGGG

CAAAAATGGCAATTTAACGCCGATCTCACTGGCCAATCAATCTCCTTTCGTGTGA

AGACCAGCGATCGCCGGAAATCCACTTCGTGGAACATCGTGCCGTCGAACTGGCA

ATTCGGTCAGACTTTCTCCGGCAAAAATTTCAGAGTCTGATGAAGTACTACAGAA

ATAATTTTTTCATTTTTTTTAGATCGAGACTATCAAAACTCTATTAATTCAATAAA

ATATTAAATTATCGAATTAATAATTTAGAACATTGTCACCGAATTGGGGCTGAGG

AGAATTGAACGTAGTTATAGTTTATCGAATATAATTTAGCGAGA 




