
IDENTIFICATION 

Species: Setaria viridis 

Locus: Sevir.1G253100 

Gene Model: Sevir.1G253100.3.p 

Description: SvEXPB-01 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SvEXPB-01 

MKARVGAVSPVLFKSGEGCGACYKVRCLDHNICSRRAVTVIVTDECPGGVCGGGRT

HFDLSGAAFGRLAVAGAGGQLRNRGEINVVFRRTACRYGGKNIAFHVNEGSTSFWL

SLLVEFEDGDGDIGSMQLKQANSAQWQDMQHIWGATWSLTPGPLVGPFSVRLTTLT

GKQTLTAQDVIPKNWTPKATYTSRLNFA* 

CDS (coding sequence) 

>SvEXPB-01 

ATGAAGGCGCGCGTGGGCGCGGTGAGCCCCGTGCTGTTCAAGTCCGGCGAGGGC

TGCGGCGCCTGCTACAAGGTCCGGTGCCTCGACCACAACATCTGCTCGCGCCGCG

CCGTCACGGTCATCGTCACGGACGAGTGCCCCGGCGGGGTCTGCGGCGGCGGAC

GCACGCACTTCGACCTCAGCGGCGCCGCGTTCGGCCGCCTCGCCGTCGCCGGCGC

CGGCGGCCAGCTGCGCAACCGGGGCGAGATCAACGTCGTGTTCCGCAGGACGGC

GTGCAGGTACGGGGGCAAGAACATCGCCTTCCACGTGAACGAGGGCTCCACCAG

CTTCTGGCTCTCCCTCCTGGTCGAGTTCGAGGACGGCGACGGTGACATCGGATCC

ATGCAGCTCAAGCAGGCAAACTCGGCGCAGTGGCAGGACATGCAGCACATCTGG

GGGGCCACCTGGAGCCTCACCCCGGGCCCGCTCGTCGGGCCCTTCTCCGTGAGGC

TGACGACCCTGACCGGCAAGCAGACGCTCACGGCCCAGGACGTCATCCCCAAGA

ACTGGACCCCCAAGGCCACCTACACCTCCCGCCTCAACTTCGCGTAG 

Nucleotide 

>SvEXPB-01 

GGCGCGTGCGGGTACGGGACGCTGGTGGACGTGGTGCCGATGAAGGCGCGCGTG

GGCGCGGTGAGCCCCGTGCTGTTCAAGTCCGGCGAGGGCTGCGGCGCCTGCTACA

AGGTCCGGTGCCTCGACCACAACATCTGCTCGCGCCGCGCCGTCACGGTCATCGT

CACGGACGAGTGCCCCGGCGGGGTCTGCGGCGGCGGACGCACGCACTTCGACCT

CAGCGGCGCCGCGTTCGGCCGCCTCGCCGTCGCCGGCGCCGGCGGCCAGCTGCGC

AACCGGGGCGAGATCAACGTCGTGTTCCGCAGGTACGGTGGTGACAATGAGACC

ATCCACTAGTGGTTATGTACGAGTAGGACAGACATGAATGCTGTAAAGAGTAAA

AGAAACGCTGGCGGCGGTTGCGGTCAACCGTATCCGGCAAACTGCTCAACTGCAT

GCCTTGCGTCTGACGTTACTAGAAACGCAGACACTTGAACTCTGTCAAAAAGGGA



TTCTACAGTACCGTGTTTTTCCCGGCAGTGGTACCACAGAGAGTTGACAGAGTTA

AAAATGTGCTGCTGTCAGACGAAGCACTTCGGGGGTGAGGAGATCAATGATCGT

GAGGAATTACATACCTACATATATACTCCTATAAAGATGTAATTATTGCAAGTTG

GGAGGAAAGAAAATAGCTTAGAGTTGGGTGGTCCTGTTCATAGATGTGCACTTAT

TTTAGAATAAATTTTGAACTCTAGAAATTTTGAACTCTTGAAAAAAACAACGGAG

GGAGTATGCGTGTACTCTCTCCGTTCCAAACTGTAGATCATTCCAATTTTTTTGAG

AGTCAAACCATTTTATGTTTGACCAAAATTATAGAGAGGATTACGAAGATTTATA

GCACCAAATAGATATACTATAAAAATATATTTAATGAAGAATCTAATGGTGCTTA

TTTGGTATCATAAATGTTCATAGTTTATTGTATAAATTTAGTCAACTTGAGATAAT

TTGACTCTCCAAAAAAATTAGAATGACTTACAAGTTGAAACGGAGAGATTACCTT

ATGCCCCTGCAGCCCCGCCGCCCGCGGTAGTTGTTTGATCTTGGACGTGCACCAA

GCAGAAATCAATGCGCGCGCGACAGAGTTCGCACGGTCCGTACTCGCTCATGGCG

TGTGTTGGAATGAGTAGCTACAGTTTACGATGAGCGACGACCAGCGTGTTGCGTG

CTTCTGGGGTAACTGGGCGGTGAATACTACTTCAGTACTGACTACTGACGGGTGG

GGCTTACGGGCGTTTGTATGCTTGCAGGACGGCGTGCAGGTACGGGGGCAAGAA

CATCGCCTTCCACGTGAACGAGGGCTCCACCAGCTTCTGGCTCTCCCTCCTGGTCG

AGTTCGAGGACGGCGACGGTGACATCGGATCCATGCAGCTCAAGCAGGTAACAA

CACATCACCGGACCTTTTCTTCACACTTCCCACTTCACACCGCGCACAAGTCGACT

CCATCTCGCCGCCTATGCAATGCTGAATACGAGGGCTCTGCCTCAATAATCCGGT

GGGCAGGGTGTTGGCGATTTGTTTTCCTAGGGACAGCCAGGTGTTCGTGGGCACT

GGCCACTGGGCAGCACTAGTGCAGCATGTGAGTGGGAACCCTCCTTTTCACATGC

GTGTGTGCTAGGGACACGGGCGATGGTTTTCTGGACGGATGGGCCAGCATGGGCC

GGAGCTAGGCCTTTTCTGTCTGTTTCCCTTTTGTGCTTGCTCGCAAACTTTTCTTTC

ATCAACTTTGTCGTGCATTGGCTATTGTTGGCAGTATAATAATGGGTTCCTTCTAG

AAATCTAGACTCACATAGTCACATGCAGGTTCTCTCAGAGAAAACAACGACACG

GGGGGAGCTAGCTAGTAGAAGGAAACTAGGCTAACTTGGTACAGTTTGGAGCTTT

TGCCGGGCAAGTCTAGCGTGGTATGGCACAAGGCAGTGTTTTGTTACCCCTACGC

TGTAAATAGTAATTTGTACTGGTTCATAGGTAGGCAAAGGGAAAGGTTATGTGCC

TGAAGTGCTTCAGTTGACAGCTACACGTGCTCCAGTTCATTTTGTCAAGAGAATA

ATCTGCTCCTTTCCCCTATAGCCTGCTTCTGCTTGTACAATAATTGCTACAACCTTT

CAACAGTGTCCCTCCATCATGTGGGGAATAAAGATGGAGTTAAACTCGTCTTCCG

GTCTCACACTGTCGAAAGTTCCTGTGGTTTTCTAGAGTGACAGCAATTGCAACTTC

TCTGGATGCAGGCAAACTCGGCGCAGTGGCAGGACATGCAGCACATCTGGGGGG

CCACCTGGAGCCTCACCCCGGGCCCGCTCGTCGGGCCCTTCTCCGTGAGGCTGAC

GACCCTGACCGGCAAGCAGACGCTCACGGCCCAGGACGTCATCCCCAAGAACTG

GACCCCCAAGGCCACCTACACCTCCCGCCTCAACTTCGCGTAGATGAAGCCCGCC

GGGCTCGCGTATTCTCAGCCCGCGGTGTAGTTCAATGGGCTTAGATACAGTCATT

TGGAGGCCCATACTGTTCTCGTGTAGTTTGAGCGTGTCGAGCAAGTATTTGGGCC

CAGGTAGCCCTCTCCACCTAAAAAGGGCAGGAGAGAGAGCGTGTGATTGGTTGG

TGTGAGCCGCATGCTTCCTGGAGGCTGGAATGGGAGCTCCGGTGAAGAGCGGCTT

GGATGAACTCATGGTCCTCGGTCTACAATCTACTTATACTTGTTTGTGCGTTTTTT

ATTTACGACTGTTACTATGCCCTTGGTATATTTGGGTTGTAACTTGTGACTTGTGC

ACCGTAAACTATAATCTTATATTGTTCGTTCCTGTTACCTATCAAGGAATGGAGCC

ATATGAAATTATGGAAGTTCACATGATCAACTGTCGCTGTTCACTGTTCACGAAC

TATGTATGTTGCCGTCTGCGCTGCGATGCTTGAATGAAACAAAGGACAGTCCACT

GGAG 




