IDENTIFICATION

Species: Lactuca sativa

Locus: Lsat 1 v5 gn_6_60620

Gene Model: Lsat_ 1 v5 gn 6 60620.1
Description: LSEXLB-01

Family: Expansin Like Beta

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/L sativa_V8
KEGG: https://www.genome.jp/entry/T05352

EXTERNAL RESOURCES
https://lgr.genomecenter.ucdavis.edu/
https://www.lettucegdb.com/
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Query seq.
Superfanilies

+ Name Accession Description Interval E-value
[+] PLN03023 super family ci3362 Expansin-like B1; Provisional 11-256 8.08e-152
SEQUENCES

Peptide

> sEXLB-01

MGLTLDNCFSLMFVIFILLLPSLCFSQDYYVSSRATYYGSPDCLGTPTGACGYKAYGS
TINGGEVSGVSRLFKNGTGCGACYQVRCKSPKHCSENGVKVVVTDHGEGDNTDFILS
TRAYNKLALPGLAEALFSYGVVDVEYKRIPCQYSGYNLMFKVHEHSRFPDYLSLIPIY
QAGVSEITAVEIWQEDCQEWVCMRRAYGAVWDMPNPPRGQPEGAINVRIQVTGSSG
SKWVQLKNLIPSAWKVGAAYDTSIQLD*

CDS (coding sequence)
> sEXLB-01

ATGGGTTTAACACTAGACAACTGTTTCTCTCTTATGTTTGTCATTTTTATCCTTCTT
CTGCCTTCACTTTGCTTCAGTCAAGACTATTATGTCTCCTCTAGGGCAACTTATTA
CGGTAGTCCTGATTGCTTAGGGACTCCAACTGGTGCTTGTGGGTACAAAGCTTAT
GGAAGCACCATCAATGGTGGTGAGGTGAGTGGCGTCTCTAGGCTCTTCAAGAATG
GCACTGGTTGTGGAGCATGCTATCAGGTTCGATGCAAGTCTCCGAAGCATTGCAG
TGAAAACGGGGTGAAAGTGGTGGTGACAGACCATGGTGAAGGAGACAACACGG
ACTTCATCCTGAGTACCCGTGCCTACAACAAACTCGCTCTTCCAGGACTAGCAGA
AGCATTATTCTCATATGGGGTGGTAGATGTTGAATACAAGAGGATTCCTTGCCAG
TATTCAGGCTATAATCTCATGTTCAAAGTTCATGAGCACAGTAGATTCCCTGACTA
CCTTTCTCTCATCCCTATATATCAAGCAGGTGTCAGTGAAATCACAGCCGTTGAA
ATATGGCAGGAGGATTGTCAGGAATGGGTGTGTATGAGAAGGGCATATGGAGCA
GTGTGGGACATGCCTAACCCACCAAGGGGACAACCAGAGGGAGCTATAAACGTA
AGGATCCAAGTGACAGGGAGTTCGGGTTCAAAGTGGGTCCAGCTTAAGAATTTG
ATTCCTAGCGCGTGGAAGGTTGGGGCTGCTTATGACACTTCTATACAGCTTGATT
AA

Nucleotide
> sSEXLB-01

GATCTCATCTATAAATATCGTTTCTTCACACCCACTTCTAGTATCTGATCACAGAC
TTTGTCACTTTCTGTGGGAAAAGAAAACTCATAAGACATGGGTTTAACACTAGAC
AACTGTTTCTCTCTTATGTTTGTCATTTTTATCCTTCTTCTGCCTTCACTTTGCTTCA
GTCAAGACTATTATGTCTCCTCTAGGGCAACTTATTACGGTAGTCCTGATTGCTTA
GGGACTCCAAGTAAATAAATACTTTCTCCTTTCTCCTTTCTCTTTTTTATTATTTAT




TAAAACAGTATTTTTATTCTAACCGAAACAATCATAATGTATCAGCTGGTGCTTGT
GGGTACAAAGCTTATGGAAGCACCATCAATGGTGGTGAGGTGAGTGGCGTCTCTA
GGCTCTTCAAGAATGGCACTGGTTGTGGAGCATGCTATCAGGTAAGGCAAAAAC
ACTCTCATTTTTTTAGTTAGTCATATTGTTGCACAACTGCATACTATGTGAAGGCC
CCCTTTGATACACAAGTTACAATTCTTGTACTGTGTTTAACATATACATGATGTGT
ATACGCGAAACTGTAACCAATGTCAATGAGATAAAAAAGAATTCCAATTTGGAC
AAGGTGGGTCTAGGACTCACCCTTTTCATCACTCGTGTCTGAAAAAGACATAAGA
AAAAGACGTAAATGCTCTTCTCATCTTCGTCAAAGAAAAATATCTCCAAAACTTT
GTCCCATCCCATCATTGTTGCATAGGACAAAAATCGACGCTTTTCGGTCCTAGTTT
AATGCATATCTGTTTGCATACCTGTCATATGCAACCAAAAAAGCCTAACAAAAAA
AATGCCTAAAAGGCTTTTAAAAAAGACAAACCATGATCTGTAAAGACATGAAAG
TGACATCAACAAGCATTAGTGTTCTTCCAAAAGTATATTCTCTATGAGTACCATA
GTGGCTTTGGAAAATGCATTTCCCATATATGTGGAGATGAAGAATCTTCAAAACT
ATCAAACTTATTAAAACTTTGAACCATTTTCCTTTGACAGTTTTAGTTGAAAACAA
AATTTCAAAACCAAGAAAACATCATATAGTATGCAAGAATTAACGACCGATTAC
AGAAACGAAAATTCGTTGCCACTTTTTGTTCAAACTTGTTCATTTTACAAAAAGTA
GCTAGGGGTTTATTGATATGTTTGAATGAAAAGAAAAGCCATAATACTTTCACTT
TTCAGGTTCGATGCAAGTCTCCGAAGCATTGCAGTGAAAACGGGGTGAAAGTGGT
GGTGACAGACCATGGTGAAGGAGACAACACGGACTTCATCCTGAGTACCCGTGC
CTACAACAAACTCGCTCTTCCAGGACTAGCAGAAGCATTATTCTCATATGGGGTG
GTAGATGTTGAATACAAGAGGATTCCTTGCCAGTATTCAGGCTATAATCTCATGT
TCAAAGTTCATGAGCACAGTAGATTCCCTGACTACCTTTCTCTCATCCCTATATAT
CAAGCAGGTGTCAGTGAAATCACAGCCGTTGAAATATGGCAGGTAAAGACTTTAT
TTAACCTATGGCGTTGTACTTTGGAAATTCTTCCCAATTATAGCATTGCTATAATT
GAGTTATCGTTTTTATGGGTTTCAGGAGGATTGTCAGGAATGGGTGTGTATGAGA
AGGGCATATGGAGCAGTGTGGGACATGCCTAACCCACCAAGGGGACAACCAGAG
GGAGCTATAAACGTAAGGATCCAAGTGACAGGGAGTTCGGGTTCAAAGTGGGTC
CAGCTTAAGAATTTGATTCCTAGCGCGTGGAAGGTTGGGGCTGCTTATGACACTT
CTATACAGCTTGATTAAGTCAAGTCAAGTAGTCAACCTCCATCATCATGATTCAT
GATGCAATATCTATATGTGTATATATATATATAGATAAGCTAGCAAATAACACGT
GTTTTGCTTTGTTAATTGTGTGGTTAATCTTTTATGTCAGTTTAATAGTGTTGCGAT
AAGTTATTTCTGATAATTGTCTTGCTTGAATAAATGATACTCGGTT





