
IDENTIFICATION 

Species: Brachypodium stacei 

Locus: Brast09G151800 

Gene Model: Brast09G151800.1.p 

Description: BstEXPB-20 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1  

EXTERNAL RESOURCES 

https://brachypodium.org/  

 

https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1
https://brachypodium.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BstEXPB-20 

MASSAPFLLCILLLASTASAAFLLDGGKSMAKGKPAVNTEWRPATATWYGDAEGDG

STGGACGYGTLVDVVPMKARVGSVSPVLFKGGEGCGACYKVKCLDHGICSRRAVT

VIVTDECPGGGLCGSGNTHFDLSGAAFSRMAVAGAGAHLRDRGQLKVVYRRTACK

YGGKNIAFHVNEGSTNFWLSLLIEFEDGEGDIGSMQLKQASSAQWLDMKHVWGAT

WCLYGGPLAGPFSVRLTTLSAPKTLTARDVIPRNWAPRGTYTSRLNFEA 

CDS (coding sequence) 

>BstEXPB-20 

ATGGCTTCCTCTGCCCCCTTCCTGCTCTGCATTCTGCTGCTCGCGTCCACCGCTTCG

GCCGCATTCTTGCTGGACGGCGGGAAATCGATGGCCAAGGGCAAGCCGGCGGTC

AACACGGAGTGGCGGCCAGCCACCGCGACGTGGTACGGCGACGCCGAAGGCGAC

GGCAGCACCGGGGGCGCGTGCGGGTACGGGACGCTGGTGGACGTGGTGCCGATG

AAGGCGCGGGTGGGGTCGGTGAGCCCGGTGCTGTTCAAGGGCGGGGAAGGGTGC

GGCGCGTGCTACAAGGTCAAGTGCCTCGACCACGGCATCTGCTCGCGCCGCGCAG

TCACGGTCATCGTCACCGACGAGTGCCCCGGCGGCGGCCTCTGCGGCTCCGGCAA

CACGCACTTCGACCTCAGCGGCGCCGCCTTCAGCAGGATGGCCGTCGCCGGCGCC

GGCGCCCACCTCCGCGACCGGGGCCAGCTCAAGGTGGTGTACAGACGGACTGCG

TGCAAGTACGGAGGGAAGAACATAGCCTTCCACGTGAACGAGGGCTCGACGAAC

TTCTGGCTCTCGCTGCTTATCGAGTTCGAGGACGGCGAGGGCGACATTGGGTCCA

TGCAGCTAAAGCAGGCGAGCTCGGCGCAGTGGCTGGACATGAAGCACGTGTGGG

GCGCCACGTGGTGCCTGTACGGGGGCCCTCTCGCGGGGCCCTTCTCCGTGAGGCT

GACGACGCTGTCCGCCCCGAAGACGCTCACGGCCCGGGACGTCATCCCCAGGAA

CTGGGCCCCCAGAGGAACCTACACGTCCCGCCTCAACTTCGAGGCCTCTCTCTGA 

Nucleotide 

>BstEXPB-20 

CAATCCCCATTCCCCTGCTTTCCCCACTGTGTTGCCATTTGTACAGGGTAGCCAAC

CCGGCAACGAAGCTCTGAGCATCGGGGCTTGGGATTTCTCGAAGCCATAAAAGA

GACGGAGAGCCCCCAAAAGAAGTCTACCAGCACGCCTGTCCAAGCAGCCGCAGC



AGAGCGTACTACAAGGAAAAGGAGGGGGAAGGAACCAGTAGGGTGCGTGAGTT

CTCAATGGCTTCCTCTGCCCCCTTCCTGCTCTGCATTCTGCTGCTCGCGTCCACCG

CTTCGGCCGCATTCTTGCTGGACGGCGGGAAATCGATGGCCAAGGGCAAGCCGG

CGGTCAACACGGAGTGGCGGCCAGCCACCGCGACGTGGTACGGCGACGCCGAAG

GCGACGGCAGCACCGGTAAAAGCTCTGAACTCGCCTCCATTCTCTGCATAGCTAG

CTCTTCTGCCTCTGCATACTGTCCGTGTCCATAGTACAGGAGTAGCTTCTTTACTC

GGAGGTACACCGTTTGAGCAAATGCACAGAATCAGTAGTTAGCAGTATACTGCCG

CGTTGCAGGATTTTCAGCAACCCAGAGGCAGCAGCTCTCATCTGCATTTCTCTTTA

CCGGATCGACAAATAGGATTAGTATTACTACTGAAAATGGTACTGCTACTAATTA

GGACTACTAGATGCTATCAGAGCCGTCCCATTGGTGATTTTATCTTCTCTGAAAAA

TAGGAGTATTCTTCTGGTAAAAAAGAGAAAAATGAACGATTAGTCCTGCCCGTTG

CGACATTTCTGGCGCGACGTCTGCGGATCCCATGAGATCCGCAGGGAATCTCCGG

TAGGGCCCAGCTGTACGCGAGCCCATCAGCGAGGCGCTCCGTCGCTTTACGATTC

GTGCCCCCCAGGTTCTCAGTGCAGCGACCGGCGAAGACGACCGGCCGTGCCAGG

CCTTCCAATAACTCCATTGCTCTGCTCGGTACCAACAAATGCGGAAATCGCTAAA

ATCTTCGTGGTAAATGCCATCTCTGGCTCCCTTCACACACGCTCCACCGACACTCC

TGGCAACTTTGATTCTGCGTCCGTAAAGTCTAATAATAATCCACTCCAGTACGCTA

TAGCTGTTCGCTGCATTTACACTCACAAGTCAGAGCACCACAGCTAGTCGTACCA

CCTGCAGTAGACTGGAGGGACGACCTTAGCTCTGTCAATGAGTTGCATGTTTACG

TACAGTACTTTACTGCGCGTTAATTTTTGCAGTTTCTAACGGCGGATGGGACTTTT

TTTCTTCTTCTTCTTTCTCAGGGGGCGCGTGCGGGTACGGGACGCTGGTGGACGTG

GTGCCGATGAAGGCGCGGGTGGGGTCGGTGAGCCCGGTGCTGTTCAAGGGCGGG

GAAGGGTGCGGCGCGTGCTACAAGGTCAAGTGCCTCGACCACGGCATCTGCTCGC

GCCGCGCAGTCACGGTCATCGTCACCGACGAGTGCCCCGGCGGCGGCCTCTGCGG

CTCCGGCAACACGCACTTCGACCTCAGCGGCGCCGCCTTCAGCAGGATGGCCGTC

GCCGGCGCCGGCGCCCACCTCCGCGACCGGGGCCAGCTCAAGGTGGTGTACAGA

CGGTGAGCCCGCATATTATATACACCTGTTCAGGTGATCAGGTCTTTCCTTTCCTT

TCCTTCTTGGTGCATTGTCCGTTGCTGCGAACTTGATCTGGTAGTCTGGTCAGTTA

GTTAAGCTAATTAATCAGCTTGCGGCGTGCCACAGTGGACACGGAGGCAAGGAC

AAAAAATCCTTCACTCCCGGGCTCGTGAAGTACTAAAATAGTCTGATCGATGCGT

GGACCGTTGTCGAAACATCGCTAGCTAGCTGAGGCTGTAGTTTGTTGCCCCGTCG

TGTCTTCAAGCACGCAGCAGGGATTAAATTGTCCAGGGGTTAAATGGGCGTGCAG

CAGCAGCTCACAGCTGTCTTGGGTCTGTGTGCTGCTGAGTTTTTACTCATGCCCTC

TGCGTGTTGTAACTCAGTCAGAGGTGCGATATCTATTGTCAAGATTCCTGGTCAAT

TCCTCTAGCCCCGTCCACCAGTCTGTCTGACCGTAGAAAAGCTGTCGTCTATTCCT

CAAGAAAAGATAAAGAACTATGCCAGTCTCATCAGTAGATTTACAACCAGGAAA

ATCGATTGGTTTAGTGAAGCGTGAGATTTGGTGTTCCTTTTGTCTGATCCCTGCAG

TGTGCTCATGTTTGTACCAGGACTGCGTGCAAGTACGGAGGGAAGAACATAGCCT

TCCACGTGAACGAGGGCTCGACGAACTTCTGGCTCTCGCTGCTTATCGAGTTCGA

GGACGGCGAGGGCGACATTGGGTCCATGCAGCTAAAGCAGGTACATAACGAGAG

GTCGTCTTCTTTTTTGCAGACTTGACATGCTTCTTTACTTTCGTTCACTGCCTTTTT

CCCGTTATCTAGTAGTAGTAGCACATCAACAAAGGAAATTGGAAATGTAGTTATC

TTTTGCCTTTCACTGCCTTCGAGTGGTGGGAACAACTGAGTGGGTACATGGGACA

TATGTTCCGTGGGGTGCAATAGGACCGCAGATTCTTTCCTTTGCGAAAGCATCTGT

GAGCTCCCTTTCATCGTCCCTCCCTGCTCCATGTGGTTGAGGGCATGTTCCACTGT

TGGTTGCTTTTACTTACCATCTTGCGCCATGCCTATGCTAGTGGCTAGCACAGCAA

TGCCATCGTTGTTAGGTATCCGTGCTGTGATGTCCTCTGTAGAACCAGCTGAAATT



ATAGAATCAAAATTCCATATGAAACTTGTACAGTCGAATGTTACAACAAGACACA

GGTGACGGAGTGAAACAAAAAAGTACTCCGTATATAAATAATGCCAACTGTTTGC

TCAATCTAGAGCTCATACTCCATTCTAAAAGGAACAGCCACCAGACACAGAAATC

CTCCACACGTGACCAAGAAAGCAAGCTACTCCGTAATATTTTCTTGCCCTGTCTAC

CACACAGGTCACACACTCTAGTCAAACCTCTTGTGAAGATATCATTCGCTTTGCGT

TATGATGCCCATCCGGAACATAGTAGTATAAAGAATCCAATGTAAGTGTGCACAT

TGAGCAGCAGTGCAGCACCACCCAGTTGACAGCCCCCAAAGGCAAGCACATCAA

AGCCTCGCCTTTCTCCCGAAAATCCACTGCCCAATGATGCTGCCGCTTTAGCCCGG

TCAATCGGCCCTTAGGACTAGAGAGTAGAGACTACTATGCTTTCAGCGTTGATTT

AATCTGACACCCATCCCGCACGCTCTTGACTGGGTTGGGGTTGCGCGGCCACGGG

CCACGTAGTATCCAAAGATTCGGGAGCACGATGCTGCTCTGTGTTGATAAAGCTC

GTTTCAGGCTCTGCTTGTTACTGTAGAGCTTATAGTTCAAGCTGCTGTAATATCAG

TATATACTATGTTTCGTATTAAATGACTCAAATTTGTTAAAATATGAATGTATTTA

TATCTAAACCTTGATATAACACATGGTGCGTGCAGGCGAGCTCGGCGCAGTGGCT

GGACATGAAGCACGTGTGGGGCGCCACGTGGTGCCTGTACGGGGGCCCTCTCGC

GGGGCCCTTCTCCGTGAGGCTGACGACGCTGTCCGCCCCGAAGACGCTCACGGCC

CGGGACGTCATCCCCAGGAACTGGGCCCCCAGAGGAACCTACACGTCCCGCCTCA

ACTTCGAGGCCTCTCTCTGATGGGCCGGACCGGGCCACGTTTTATCGGCCCGGAT

GGAGCCCGCCAAGTGGGGCCGCAAAGGCTGGCCCACGCGCAGGCAGGCAGGATA

TCTGTTGAGTGGACGGAGTAGATTTTGTTTATCGCGGGTGTGGTCTGTGATCGTTT

GATGATGCGTAGCGTAATGTGTGTTTAGCAGGAGTAGTTTGGATCAGGAGCTGGG

TGATCTGGCCCGAGGAAGCAGCCGTCCTCTCCAAAAGGAGAGAGAGCATTTGCC

GCTTTGCTTTGGAGGCTTTTCCTGCCGGGAATCCGATGCGGAAGCCGATTGGACC

GGAGGGTTTTGGACCCCTCTTGGTCGCCGCTCACTCTTTTCATCTACTACTGCCTT

TCTCTATTTGTGTGTTTGTTTTGTCTGTTAATTTGTTTGCTCTGGTTGAAGTGAAGG

G 


