IDENTIFICATION

Species: Brachypodium stacei
Locus: Brast09G151800

Gene Model: Brast09G151800.1.p
Description: BstEXPB-20
Family: Beta Expansin

3D structure:
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Specific hits < DPBB_EXPB_N b ¢ Pollen_allerg_1 >

List of domain hits o
+ Name Accession Description Interval E-value
[+] DPBB_EXPB_N  ¢d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily. Beta-expansins 41-165 1.24e-63
[+] Pollen_allerg_1 pfam01357 Pollen allergen. This family contains allergens lol Pl, Pil and Plll from Lolium perenne 173-249  4.22e-26
Peptide

>BstEXPB-20

MASSAPFLLCILLLASTASAAFLLDGGKSMAKGKPAVNTEWRPATATWYGDAEGDG
STGGACGYGTLVDVVPMKARVGSVSPVLFKGGEGCGACYKVKCLDHGICSRRAVT
VIVTDECPGGGLCGSGNTHFDLSGAAFSRMAVAGAGAHLRDRGQLKVVYRRTACK
YGGKNIAFHVNEGSTNFWLSLLIEFEDGEGDIGSMQLKQASSAQWLDMKHVWGAT
WCLYGGPLAGPFSVRLTTLSAPKTLTARDVIPRNWAPRGTYTSRLNFEA

CDS (coding sequence)
>BstEXPB-20

ATGGCTTCCTCTGCCCCCTTCCTGCTCTGCATTCTGCTGCTCGCGTCCACCGCTTCG
GCCGCATTCTTGCTGGACGGCGGGAAATCGATGGCCAAGGGCAAGCCGGCGGTC
AACACGGAGTGGCGGCCAGCCACCGCGACGTGGTACGGCGACGCCGAAGGCGAC
GGCAGCACCGGGGGCGCGTGCGGGTACGGGACGCTGGTGGACGTGGTGCCGATG
AAGGCGCGGGTGGGGTCGGTGAGCCCGGTGCTGTTCAAGGGCGGGGAAGGGTGC
GGCGCGTGCTACAAGGTCAAGTGCCTCGACCACGGCATCTGCTCGCGCCGCGCAG
TCACGGTCATCGTCACCGACGAGTGCCCCGGCGGCGGCCTCTGCGGCTCCGGCAA
CACGCACTTCGACCTCAGCGGCGCCGCCTTCAGCAGGATGGCCGTCGLLCGGLGLCC
GGCGCCCACCTCCGCGACCGGGGCCAGCTCAAGGTGGTGTACAGACGGACTGCG
TGCAAGTACGGAGGGAAGAACATAGCCTTCCACGTGAACGAGGGCTCGACGAAC
TTCTGGCTCTCGCTGCTTATCGAGTTCGAGGACGGCGAGGGCGACATTGGGTCCA
TGCAGCTAAAGCAGGCGAGCTCGGCGCAGTGGCTGGACATGAAGCACGTGTGGG
GCGCCACGTGGTGCCTGTACGGGGGCCCTCTCGCGGGGCCCTTCTCCGTGAGGCT
GACGACGCTGTCCGCCCCGAAGACGCTCACGGCCCGGGACGTCATCCCCAGGAA
CTGGGCCCCCAGAGGAACCTACACGTCCCGCCTCAACTTCGAGGCCTCTCTCTGA

Nucleotide
>BstEXPB-20

CAATCCCCATTCCCCTGCTTTCCCCACTGTGTTGCCATTTGTACAGGGTAGCCAAC
CCGGCAACGAAGCTCTGAGCATCGGGGCTTGGGATTTCTCGAAGCCATAAAAGA
GACGGAGAGCCCCCAAAAGAAGTCTACCAGCACGCCTGTCCAAGCAGCCGCAGC



AGAGCGTACTACAAGGAAAAGGAGGGGGAAGGAACCAGTAGGGTGCGTGAGTT
CTCAATGGCTTCCTCTGCCCCCTTCCTGCTCTGCATTCTGCTGCTCGCGTCCACCG
CTTCGGCCGCATTCTTGCTGGACGGCGGGAAATCGATGGCCAAGGGCAAGCCGG
CGGTCAACACGGAGTGGCGGCCAGCCACCGCGACGTGGTACGGCGACGCCGAAG
GCGACGGCAGCACCGGTAAAAGCTCTGAACTCGCCTCCATTCTCTGCATAGCTAG
CTCTTCTGCCTCTGCATACTGTCCGTGTCCATAGTACAGGAGTAGCTTCTTTACTC
GGAGGTACACCGTTTGAGCAAATGCACAGAATCAGTAGTTAGCAGTATACTGCCG
CGTTGCAGGATTTTCAGCAACCCAGAGGCAGCAGCTCTCATCTGCATTTCTCTTTA
CCGGATCGACAAATAGGATTAGTATTACTACTGAAAATGGTACTGCTACTAATTA
GGACTACTAGATGCTATCAGAGCCGTCCCATTGGTGATTTTATCTTCTCTGAAAAA
TAGGAGTATTCTTCTGGTAAAAAAGAGAAAAATGAACGATTAGTCCTGCCCGTTG
CGACATTTCTGGCGCGACGTCTGCGGATCCCATGAGATCCGCAGGGAATCTCCGG
TAGGGCCCAGCTGTACGCGAGCCCATCAGCGAGGCGCTCCGTCGCTTTACGATTC
GTGCCCCCCAGGTTCTCAGTGCAGCGACCGGCGAAGACGACCGGCCGTGCCAGG
CCTTCCAATAACTCCATTGCTCTGCTCGGTACCAACAAATGCGGAAATCGCTAAA
ATCTTCGTGGTAAATGCCATCTCTGGCTCCCTTCACACACGCTCCACCGACACTCC
TGGCAACTTTGATTCTGCGTCCGTAAAGTCTAATAATAATCCACTCCAGTACGCTA
TAGCTGTTCGCTGCATTTACACTCACAAGTCAGAGCACCACAGCTAGTCGTACCA
CCTGCAGTAGACTGGAGGGACGACCTTAGCTCTGTCAATGAGTTGCATGTTTACG
TACAGTACTTTACTGCGCGTTAATTTTTGCAGTTTCTAACGGCGGATGGGACTTTT
TTTCTTCTTCTTCTTTCTCAGGGGGCGCGTGCGGGTACGGGACGCTGGTGGACGTG
GTGCCGATGAAGGCGCGGGTGGGGTCGGTGAGCCCGGTGCTGTTCAAGGGCGGG
GAAGGGTGCGGCGCGTGCTACAAGGTCAAGTGCCTCGACCACGGCATCTGCTCGC
GCCGCGCAGTCACGGTCATCGTCACCGACGAGTGCCCLCGGLCGGLCGGLCTCTGCGG
CTCCGGCAACACGCACTTCGACCTCAGCGGCGCCGCCTTCAGCAGGATGGCCGTC
GCCGGCGCCGGCGCCCACCTCCGCGACCGGGGLCCAGCTCAAGGTGGTGTACAGA
CGGTGAGCCCGCATATTATATACACCTGTTCAGGTGATCAGGTCTTTCCTTTCCTT
TCCTTCTTGGTGCATTGTCCGTTGCTGCGAACTTGATCTGGTAGTCTGGTCAGTTA
GTTAAGCTAATTAATCAGCTTGCGGCGTGCCACAGTGGACACGGAGGCAAGGAC
AAAAAATCCTTCACTCCCGGGCTCGTGAAGTACTAAAATAGTCTGATCGATGCGT
GGACCGTTGTCGAAACATCGCTAGCTAGCTGAGGCTGTAGTTTGTTGCCCCGTCG
TGTCTTCAAGCACGCAGCAGGGATTAAATTGTCCAGGGGTTAAATGGGCGTGCAG
CAGCAGCTCACAGCTGTCTTGGGTCTGTGTGCTGCTGAGTTTTTACTCATGCCCTC
TGCGTGTTGTAACTCAGTCAGAGGTGCGATATCTATTGTCAAGATTCCTGGTCAAT
TCCTCTAGCCCCGTCCACCAGTCTGTCTGACCGTAGAAAAGCTGTCGTCTATTCCT
CAAGAAAAGATAAAGAACTATGCCAGTCTCATCAGTAGATTTACAACCAGGAAA
ATCGATTGGTTTAGTGAAGCGTGAGATTTGGTGTTCCTTTTGTCTGATCCCTGCAG
TGTGCTCATGTTTGTACCAGGACTGCGTGCAAGTACGGAGGGAAGAACATAGCCT
TCCACGTGAACGAGGGCTCGACGAACTTCTGGCTCTCGCTGCTTATCGAGTTCGA
GGACGGCGAGGGCGACATTGGGTCCATGCAGCTAAAGCAGGTACATAACGAGAG
GTCGTCTTCTTTTTTGCAGACTTGACATGCTTCTTTACTTTCGTTCACTGCCTTTTT
CCCGTTATCTAGTAGTAGTAGCACATCAACAAAGGAAATTGGAAATGTAGTTATC
TTTGCCTTTCACTGCCTTCGAGTGGTGGGAACAACTGAGTGGGTACATGGGACA
TATGTTCCGTGGGGTGCAATAGGACCGCAGATTCTTTCCTTTGCGAAAGCATCTGT
GAGCTCCCTTTCATCGTCCCTCCCTGCTCCATGTGGTTGAGGGCATGTTCCACTGT
TGGTTGCTTTTACTTACCATCTTGCGCCATGCCTATGCTAGTGGCTAGCACAGCAA
TGCCATCGTTGTTAGGTATCCGTGCTGTGATGTCCTCTGTAGAACCAGCTGAAATT




ATAGAATCAAAATTCCATATGAAACTTGTACAGTCGAATGTTACAACAAGACACA
GGTGACGGAGTGAAACAAAAAAGTACTCCGTATATAAATAATGCCAACTGTTTGC
TCAATCTAGAGCTCATACTCCATTCTAAAAGGAACAGCCACCAGACACAGAAATC
CTCCACACGTGACCAAGAAAGCAAGCTACTCCGTAATATTTTCTTGCCCTGTCTAC
CACACAGGTCACACACTCTAGTCAAACCTCTTGTGAAGATATCATTCGCTTTGCGT
TATGATGCCCATCCGGAACATAGTAGTATAAAGAATCCAATGTAAGTGTGCACAT
TGAGCAGCAGTGCAGCACCACCCAGTTGACAGCCCCCAAAGGCAAGCACATCAA
AGCCTCGCCTTTCTCCCGAAAATCCACTGCCCAATGATGCTGCCGCTTTAGCCCGG
TCAATCGGCCCTTAGGACTAGAGAGTAGAGACTACTATGCTTTCAGCGTTGATTT
AATCTGACACCCATCCCGCACGCTCTTGACTGGGTTGGGGTTGCGCGGCCACGGG
CCACGTAGTATCCAAAGATTCGGGAGCACGATGCTGCTCTGTGTTGATAAAGCTC
GTTTCAGGCTCTGCTTGTTACTGTAGAGCTTATAGTTCAAGCTGCTGTAATATCAG
TATATACTATGTTTCGTATTAAATGACTCAAATTTGTTAAAATATGAATGTATTTA
TATCTAAACCTTGATATAACACATGGTGCGTGCAGGCGAGCTCGGCGCAGTGGCT
GGACATGAAGCACGTGTGGGGCGCCACGTGGTGCCTGTACGGGGGCCCTCTCGC
GGGGCCCTTCTCCGTGAGGCTGACGACGCTGTCCGCCCCGAAGACGCTCACGGCC
CGGGACGTCATCCCCAGGAACTGGGCCCCCAGAGGAACCTACACGTCCCGCCTCA
ACTTCGAGGCCTCTCTCTGATGGGCCGGACCGGGCCACGTTTTATCGGCCCGGAT
GGAGCCCGCCAAGTGGGGCCGCAAAGGCTGGCCCACGCGCAGGCAGGCAGGATA
TCTGTTGAGTGGACGGAGTAGATTTTGTTTATCGCGGGTGTGGTCTGTGATCGTTT
GATGATGCGTAGCGTAATGTGTGTTTAGCAGGAGTAGTTTGGATCAGGAGCTGGG
TGATCTGGCCCGAGGAAGCAGCCGTCCTCTCCAAAAGGAGAGAGAGCATTTGCC
GCTTTGCTTTGGAGGCTTTTCCTGCCGGGAATCCGATGCGGAAGCCGATTGGACC
GGAGGGTTTTGGACCCCTCTTGGTCGCCGCTCACTCTTTTCATCTACTACTGCCTT
TCTCTATTTGTGTGTTTGTTTTGTCTGTTAATTTGTTTGCTCTGGTTGAAGTGAAGG
G



